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(Webster et al.), 2510-2521 
BSAP. See Pax5 
Bud formation, role of Gicl in S. cerevi- 
siae (Chen et al.), 2958-2971 
bZIP proteins. See Leucine zipper pro- 
teins, basic 


C 


c-Abl, inhibition by Pag (Wen and Van 
Etten), 2456-2467 
Caenorhabditis elegans 
antagonism of TGF-f signaling by 
DAF-3 (Patterson et al.), 2679- 
2690 
inhibition of vulval induction by gap-1 
and Jet-23 (Hajnal et al.), 2715- 
2728 
negative regulation of lin-12 by sel-10 
(Hubbard et al.), 3182-3193 
role of 
ELT-1 in epidermal development 
(Page et al.}, 1651-1661 
END-1 in endoderm specification 
(Zhu et al.}, 2883-2896 
Ga, in neural degeneration (Korswa- 
gen et al.), 1493-1503 
LET-502 in cell shape (Wissman et 
al.), 409-422 
UNC-14 and UNC-51 in axonal 
elongation and guidance (Ogura 
et al.), 1801-1811 
Wnt signaling in development (Ca- 
digan and Nusse}, 3286-3305 
Review 
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CAF-I. See Chromatin assembly factor I 
CAK. See Cyclin-dependent kinase-acti- 
vating kinase 
Calcineurin 
regulation of gene expression in yeast 
(Stathopoulos and Cyert), 3432- 
3444. (Matheos et al.), 3445- 
3458 
role in NF-ATc nuclear localization 
(Beals et al.), 824-834 
Calcium signaling, calcineurin regula- 
tion of yeast gene expression 
(Stathopoulos and Cyert), 3432- 
3444. (Matheos et al.), 3445- 
3458 
cAMP. See Cyclic AMP 
Cancer 
cell-free oncogene-dependent apopto- 
sis (Fearnhead et al.), 1266- 
1276 
colorectal, mouse models (Bedell et 
al.), 11-43 Review 
mouse models (Bedell et al.), 11-43 Re- 


view 

apping 

binding of 5’ capping enzymes to RNA 
Pol If CTD (McCracken et al.), 

3306-3318; (Cho et al.), 3319- 


+ 
- 
3 


2 
326 
molecular link between transcription 
and RNA processing (Neuge- 
bauer and Roth), 3279-3285 Per- 
spective 
-arboxy-terminal domain kinase, role in 
Tat transactivation § (Jones), 
2593-2599 Perspective; (Cujec 
et al.), 2645-2657 
-arcinoma, caused by transgene expres- 
sion of APOBEC-1 in mice [Ya- 
manaka et al.), 321-333 
Dartilage, disorders in mice (Bedell et 
al.), 11-43 Review 
-asein kinase I] 
control of Antennapedia activity in 
vivo (Jaffe et al.}, 1327-1340 
phosphorylation of Cactus PEST do- 
main (Liu et al.), 3413-3422 
regulation of TFIIIB through TBP 
(Ghavidel and Schultz), 2780- 
2789 
cash4, novel vertebrate achaete-scute 
homolog (Henrique et al.), 603- 
615 
Caspases, in cell-free oncogene-depen- 
dent apoptosis (Fearnhead et 
al.), 1266-1276 
Cbflp, interaction with the yeast centro- 
mere (Meluh and Koshland), 
3401-3412 
CBP, induction of cAMP-responsive 
genes (Nakajima et al.), 738- 
747 
CRIB motif, role in Gicl and Gic2 (Chen 
et al.), 2958-2971; (Brown et al.), 
2972-2981 
CCAAT/enhancer-binding protein fam- 
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ily, role for C/EBPf in female 
reproduction (Sterneck et all.), 
2153-2162 
CD30, role in degradation of TRAF2 
(Duckett and Thompson), 2810 
2821 
CD44, role in hyaluronate metabolism 
(Kaya et al.), 996-1007 
Cdc2 
regulation by Mcs4 (Shieh et al.), 
1008-1022 
role in fission yeast cytokinesis (Gould 
and Simanis), 2939-2951 Re- 
view 
tyrosine phosphorylation-dependent 
G, checkpoint (Rhind et al.), 
504-511 
CDC4, family member encoded by ¢ 
elegans sel-10 (Hubbard et al.), 
3182-3193 
CDC6 
activation of M/G,-specific transcrip- 
tion (McInerny et al.), 1277 
1288 
mutants, persistent DNA replication 
initiation and chromatin-bound 
MCM proteins (Liang and Still- 
man), 3375-3386 
Cdc7-Dbf4 kinase, regulation of Mcm2 
during DNA replication (Lei et 
al.), 3365-3374 
Cdc13, telomere size regulation in asso- 
ciation with Stn] (Grandin et 
al.), 512-527 
Cdc18, role of S. pombe Pop] in degra- 
dation (Kominami and Toda), 
1548-1560 
Cdc25, role in fission yeast DNA damage 
checkpoint (Rhind et al.), 504 
511 
Cdc37, chaperone functions (Kimura et 
al.), 1775-1785 
Cdc42 
activation of NF-«B (Perona et al.), 
463-475 
role in cytoskeleton organization (Van 
Aelst and D/’Souzy-Schorey)}, 
2295-2322 Review 
role of associated proteins in S. cerevi- 
siae polarized cell growth (Chen 
et al.), 2958-2971; (Brown et al.}, 
2972-2981 
CDC47, activation of M/G,-specific 
transcription (McInerny et al.), 
1277-1288 
cdk2 
inactivation of p21 inhibition by 
HPV-16 E7 (Jones et al.), 2101- 
2111 
inhibition by p15 and p27 (Reynisdot- 
tir and Massague}, 492-503 
cdk4, inhibition by p15 and p27 (Reynis- 
déttir and Massague), 492-503 
CDK7, binding by Tat (Cujec et al.) 
2645-2657 
CDKN2, role in melanoma susceptibil- 


ity (Chin et al.), 2822-2834 
Cdks. See Cyclin-dependent kinases 
C/EBP family. See CCAAT/enhancer- 

binding protein family 
Cell 

adhesion molecules, role in axon guid- 
ance (Varela-Echavarria and 

Guthrie), 545-557 Review 

cycle 
ictivation of M/G,-specific tran- 
scription (MclInerny et al.), 

1277-1288 

arrest 
caused by inactivation of p21 by 
HPV-16 E7 (Funk et al.), 2090- 
2100; (Jones et al.), 2101-2111 
DNA damage checkpoint in fis- 
sion yeast (Rhind et al.), 504— 
511 
from HCF mutation (Goto et al.), 
726-737 
role of HMG box protein HBP1 
Tevosian et al.), 383-396 
Cdc2 tyrosine phosphorylation-de- 
pendent G, checkpoint (Rhind 
et al.), 504-511 
control of stress-activated MAP ki- 
nase pathway by Mcs4 (Shieh et 

al.), 1008-1022 

cyclin E rescue of cell cycle arrest 
(Lukas et al.), 1479-1492 

down-regulation of CLN1 and CLN1 
in response to DNA damage 

(Sidorova and Breeden), 3032- 

3045 

inactivation of p21 by HPV-16 E7 
Funk et al.), 2090-2100; (Jones 
et al.), 2101-2111 
induction of, 
DNA synthesis by E2F1 (Phil- 
lips et al.), 1853-1863 
withdrawal by PPARy (Altiok 
et al.), 1987-1998 
persistent DNA replication initia- 
tion and  chromatin-bound 
MCM proteins in cdc6 mutants 
Liang and Stillman), 3375-3386 
phosphorylation- and ubiquitin-de- 
pendent Farlp degradation 

(Henchoz et al.), 3046-3060 

promotion of cdk4—cyclin D associa- 
tion by cdk inhibitors (LaBaer et 

al.), 847-862 

regulation by rcal in the developing 
Drosophila eye (Dong et al.), 
94-105 
regulation of, 
CLN3 translation (Polymenis 
and Schmidt), 2522-2531 
Crb2, Cut5 and Chkl interac- 
tion in damage checkpoint 
(Saka et al.), 3387-3400 
cyclin/cdk complexes (Lloyd et 
al.), 663-677 
E2F and DP in G,-S progression 
(Royzman et al.), 1999-2011 





gax in cell growth inhibition 
(Smith et al.), 1674-1689 
Mcm2 by Cdc7-Dbf4 (Lei et al.}, 
3365-3374 
MDM2 in uncoupling S_ phase 
from mitosis (Lundgren et 
al.), 714-725 
p27*'P! by cyclin E-CDK2 (She- 
aff et al.), 1464-1478 
p65°¢!8 ~by CDK phosphoryla- 
tion (Jallepalli et al.), 2767- 
2779 
S. pombe Popl in Cdcl8 degra- 
dation (Kominami and Toda), 
1548-1560 
role of, 
Brea2 (Suzuki et al.), 1242— 1252 
HCE (Goto et al.), 726-737 
pRB, p107, and p130 in regu _la- 
tion (Hurford et al.), 1447- 
1463 
roughex regulation of cyclin A 
in G, (Thomas et al.), 1289- 
1298 
Spglp in S. pombe cytokine sis 
(Schmidt et al.), 1519-1534 
Stnl in telomere metabolism 
during late S phase (Gran- 
din et al.), 512-527 
TAF,,250-dependent cyclin A 
transcription (Wang et al.}, 
2658-2669 
division, role of 
CLN3 translational control (Poly- 
menis and Schmidt), 2522-2531 
Spglp in S. pombe (Schmidt et al.), 
1519-1534 
spoO] in bacterial chromosome par- 
titioning (Glaser et al.), 1160- 
1168; Erratum, 2291 
endothelial PAS domain transcription 
factor EPAS1 (Tian et al.), 72-82 
envelope, regulation of E. coli stress 
response (Pogliano et al.}, 1169- 
1182 
expansion, role of Arabidopsis RHD3 
(Wang et al.), 799-811 
fate 
ELT-1 in C. elegans epidermal de- 
velopment (Page et al.), 1651- 
1661 
Klumpfuss in Drosophila neural cell 
identity (Yang et al.), 1396-1408 
growth, role of CLN3 translational 
control (Polymenis and 
Schmidt), 2522-2531 
invasion, role of Discs large in Dro- 
sophila (Goode and Perrimon), 
2532-2544 
polarity, role of 
Egl-BicD complex in Drosophila 
(Mach and Lehmann), 423-435 
Gicl and Gic2 in S. cerevisiae (Chen 
et al.), 2958-2971; (Brown et al.), 
2972-2981 
proliferation 


defects in p27-deficient mice (Casac- 
cia-Bonnefil et al.), 2335-2346 
impaired keratinocyte growth by 
suppression of CD44 (Kaya et 
al.), 996-1007 
impairment in dominant-negative 
RXRa-expressing mice (Feng et 
al.), 59-71 
role of 
Brea2 (Suzuki et al.), 1242-1252 
Discs large in Drosophila 
(Goode and Perrimon), 2532- 
2544 
gax in inhibition (Smith et al.), 
1674-1689 
HCF (Goto et al.), 726-737 
MFH1 in mouse development 
(Winnier et al.), 926-940 
role of Rho GTPases in growth control 
(Van Aelst and D’Souzy-Scho- 
rey), 2295-2322 Review 
shape, role of 
Discs large in Drosophila 
(Goode and Perrimon), 2532- 
2544 
LET-502 in C. elegans morpho- 
genesis (Wissman et al.}, 409- 
422 
Cellular interactions. See Interactions, 
cellular 
CENP-C, similarity of S. cerevisiae 
Mif2p (Meluh and Koshland), 
3401-3412 
Central nervous system, role of Klump- 
fuss in Drosophila neural cell 
identity (Yang et al.), 1396— 
1408 
Centromere 
composition in yeast (Meluh and 
Koshland), 3401-3412 
defective chromosome condensation 
in prod mutant flies (T6r6k et 
al.), 213-225 
c-fos, promotion of SRF-Phox] interac- 
tion by TFII-I (Grueneberg et 
al.), 2428-2493 
Chaperones 
control of protein-folding enzyme syn- 
thesis by c® and Cpx (Danese 
and Silhavy}, 1183-1193 
function of Cdc37 (Kimura et al.), 
1775-1785 
role of 
proteases in protein unfolding (Gottes- 
man et al.}, 815-823 Review 
SV40 large T antigen J-domain in 
DNA replication (Campbell et 
al.), 1098-1110 
Checkpoint 
activation by loss of Stn] function in 
yeast (Grandin et al.), 512-527 
Cdc2 tyrosine phosphorylation-depen- 
dent G, arrest (Rhind et al.), 
504-511 
interaction of Crb2 with Cut5 and 
Chk1 (Saka et al.), 3387-3400 


monitoring of the recombination dur- 
ing meiosis (Xu et al.), 106-118 
role in cytokinesis in fission yeast 
(Gould and Simanis}, 2939-2951 
Review 
role of Rad53 in yeast (Sidorova and 
Breeden), 3032-3045 
x, RecBCD polarity switch regulation 
(Anderson and Kowalczykow- 
ski), 571-581 
Chiasma, role in meiosis (Roeder), 2600- 
2621 Review 
Chicken ovalbumin promoter-transcrip- 
tion factor, PNS defects in 
COUP-TFl-deficient mice (Qiu 
et al.), 1925-1937 
Chip, role in segmentation and remote 
wing margin enhancer activity 
(Morcillo et al.), 2729-2740 
Cholera toxin, Vibrio response to host 
(Sauch et al.), 1761-1774 Re- 
view 
Chondrogenesis, regulation by BMPRs 
during limb development (Zou 
et al.), 2191-2203 
Chromatids 
chromosome behavior during meiosis 
(Roeder), 2600-2621 Review 
defective separation in prod mutant 
flies (T6r6k et al.), 213-225 
sister exchange in PARP-deficient 
mice (Wang et al.), 2347-2358 
Chromatin 
disruption by HSF1 (Brown and Kings- 
ton), 3116-3127 
regulation of HIV-1 enhancer by his- 
tone acetyltransferases (Sheri- 
dan et al.), 3327-3340 
remodeling in the ade6—M26 recombi- 
nation hot spot (Mizuno et al.}, 
876-886 
role in meiosis (Roeder), 2600-2621 
Review 
TCRa enhancer assembly and activa- 
tion (Mayall et al.), 887-899 
transcriptional silencing of Tyl in the 
yeast RDN1 locus (Bryk et al.), 
255-269 
yeast centromere composition (Meluh 
and Koshland}, 3401-3412 
Chromatin assembly factor I 
effects of disruption in yeast (Kauf- 
man et al.), 345-357 
role in telomeric chromatin assem- 
bly (Enomoto et al.), 358-370 
Chromosome 
behavior during meiosis (Roeder), 
2600-2621 Review 
presence of long G-rich overhangs at 
one end in humans (Wright et 
al.), 2801-2809 
role of 
B. subtilis spoOJ in partitioning (Gla- 
ser et al.), 1160-1168; Erratum, 
2291 
condensation, defects in prod mu- 
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tant flies (T6r6k et al.), 213-225 
pairing, role in meiosis (Roeder), 
2600-2621 Review 
structure, alleviation of prophase ar- 
rest by red1 mutations (Xu et 
al.), 106-118 
synapsis, role of Taml (Chua and 
Roeder}, 1786-1800 
Cleavage and polyadenylation specificity 
factor 
characterization of the 30-kD subunit 
(Barabino et al.), 1703-1716 
role in mRNA processing (Colgan and 
Manley), 2755-2766 Review 
Cleavage factors, role of CF I and II in 
mRNA processing (Colgan and 
Manley), 2755-2766 Review 
Cleavage stimulation factor, role in 
mRNA processing (Colgan and 
Manley), 2755-2766 Review 
CLN3 
activation of M/G,-specific transcrip- 
tion (McInerny et al.), 1277- 
1288 
role of translational control in cell 
growth and division (Polymenis 
and Schmidt), 2522-2531 
Clp, competition for Mu transposase by 
ClpX and MuB (Levchenko et 
al.), 1561-1572 
Clp proteases, chaperone activities (Got- 
tesman et al.), 815-823 Review 
ClpC, molecular switch for B. subtilis 
competence (Turgay et al.}, 119- 
128 
Coactivators 
enhancement of nuclear hormone re- 
ceptor activity by TAF,135 
(Mengus et al.), 1381-1395 
interaction of SV40 large T antigen 
with SLI (Zhai et al.), 1605- 
1617 
synergism between LIM and Otx ho- 
meodomain proteins (Bach et 
al.), 1370-1380 
topoisomerase I enhancement of TFI- 
ID-TFIIA interaction (Shykind 
et al.), 397-407 
ComK, regulation by ClpC in B. subtilis 
(Turgay et al.), 119-128 
Competence, ClpC as molecular switch 
in B. subtilis (Turgay et al.), 
119-128 
Cone cells, role of sparkling in Dro- 
sophila development (Fu and 
Noll}, 2066-2078 
Corepressors, effect of 
Groucho on Dorsal (Dubnicoff et al.}, 
2952-2957 
Hairy and Engrailed (Jiménez et al.}, 
3072-3082 


specificity of nuclear hormone recep- 
tors (Zamir et al.), 835-846 
Corpus luteum, role for C/EBP® in fe- 
male reproduction (Sterneck et 
al.), 2153-2162 
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Cot, activation by carboxy-terminal 
truncation (Ceci et al.), 688-700 
COUP-TF. See Chicken ovalbumin pro- 
moter-transcription factor 
CPSF. See Cleavage and polyadenylation 
specificity factor 
Cpx 
regulation of E. coli stress response 
(Pogliano et al.), 1169-1182 
role in E. coli extracytoplasmic stress 
response (Connolly et al.), 
2012-2021 
Craniofacial patterning. See Patterning, 
craniofacial 
CREB. See Cyclic AMP response ele- 
ment binding protein 
Cross-regulation, of Hox genes (Gould et 
al.), 900-913 
Crossover interference, role of Tam] 
(Chua and Roeder), 1786-1800 
Cryptococcus neoformans, G protein 
regulation of mating and viru- 
lence (Alspaugh et al.), 3206 
3217 
Crystallography, structure of the Pit-1 
POU domain homodimer (Ja- 
cobson et al.), 198-212 
CRZ1, role in calcineurin regulation of 
yeast gene expression (Statho- 
poulos and Cyert), 3432-3444, 
(Matheos et al.), 3445-3458 
CstF. See Cleavage stimulation factor 
CTD kinase. See Carboxy-terminal do- 
main kinase 
Cubitus interruptus, role in induction of 
wingless in Drosophila embryos 
(Ohlmeyer and Kalderon), 2250- 
2258 
cut, role in Drosophila eye development 
(Kumar and Moses), 2023-2028 
Minireview 
Cuticle formation, defects in prod mu- 
tant flies (T6r6k et al.), 213-225 
Cyclic AMP 
regulation of Cryptococcus neofor- 
mans mating and virulence 
(Alspaugh et al.), 3206-3217 
role of 7-span receptors in Dictyos- 
telium axis formation (Gins- 
burg and Kimmel), 2112-2123 
transcriptional activation via CREB- 
CBP (Nakajima et al.), 738-747 
Cyclic AMP response element binding 
protein 
role in TCRa enhancer assembly 
(Mayall et al.), 887-899 
transcriptional activation via CREB- 
CBP (Nakajima et al.), 738-747 
Cyclin-dependent kinase inhibitors 
disruption of p57*’?? in mice (Yan et 
al.), 973-983 
effects of 
p27 gene disruption in mice (Casac- 
cia-Bonnefil et al.), 2335- 
2346 
subcellular localization on p15 and 


p27 function (Reynisdottir and 
Massague), 492-503 
inactivation of p2i by HPV-16 E7 
Funk et al.), 2090-2100; (Jones 
et al.), 2101-2111 
phosphorylation- and ubiquitin-depen- 
dent degradation (Henchoz et 
al.), 3046-3060 
promotion of cdk4-cyclin D associa- 
tion (LaBaer et al.), 847-862 
role of S. pombe Pop] in Rum1 degra- 
dation (Kominami and Toda], 
1548-1560 
‘yclin-dependent kinase-activating ki- 
nase, role in Tat transactivation 
Jones), 2593-2599 Perspective; 
(Cujec et al.), 2645-2657 
-yclin-dependent kinases 
regulation by cooperating oncogenes 
(Lloyd et al.), 663-677 
regulation of 
p27*'?! by cyclin E-CDK2 (Sheaff et 
al.), 1464-1478 
p65 (Jallepalli et al.), 2767-2779 
role in induction of c-myc transcrip- 
tion by v-Abl (Zou et al.), 654— 
662 
role of cdk5 in muscle development 
(Philpott et al.), 1409-1421 
Syclins 
cyclin A regulation by rcal in Dro- 
sophila eye development (Dong 
et al.), 94-105 
cyclin E rescue of cell cycle arrest 
Lukas et al.), 1479-1492 
down-regulation of CLN1 and CLN1 
in response to DNA damage 
(Sidorova and Breeden), 3032- 
3045 
promotion of cdk4-cyclin D associa- 
tion by cdk inhibitors (LaBaer et 
al.), 847-862 
regulation by cooperating oncogenes 
(Lloyd et al.), 663-677 
regulation of 
CLN3 translation (Polymenis and 
Schmidt), 2522-2531 
cyclin D1 degradation (Diehl et al.), 
957-972 
p27*'?! by cyclin E-CDK2 (Sheaff et 
al.), 1464-1478 
roughex regulation of cyclin A in G, 
(Thomas et al.), 1289-1298 
TAF,,250-dependent cyclin A _ tran- 
scription (Wang et al.), 2658- 
2669 
Cyclosporin, sensitivity of NF-ATc 
nuclear localization (Beals et 
al.), 824-834 
Cystic fibrosis, mouse model (Bedell et 
al.), 11-43 Review 
Cytokine receptors, role in lineage speci- 
fication of hemopoietic stem 
cells (Hu et al.), 774-785 
Cytokines, role of FGF-6 in skeletal 
muscle regeneration (Floss et 





al.), 2040-2051 
Cytokinesis 
in fission yeast (Gould and Simanis), 
2939-2951 Review 
Nedd5, role of, in mice (Kinoshita et 
al.), 1535-1547 
Spglp, role of, in S. pombe (Schmidt et 
al.), 1519-1534 
Cytoskeleton 
defects in plectin-deficient mice (An- 
dra et al.), 3143-3156 
role of Rho GTPases in organization 
(Van Aelst and D’Souzy-Scho- 
rey), 2295-2322 Review 


D 


DAF-3, antagonism of TGF-f signaling 
in C. elegans (Patterson et al.), 
2679-2690 

Dauer pathway, antagonism of TGF-f8 
signaling by DAF-3 (Patterson 
et al.), 2679-2690 

DCC. See Deleted in colorectal cancer 

DEAD box proteins, association of 
UAP56 with U2AF® (Fleckner 
et al.), 1864-1872 

Decapentaplegic 

regulation by DI] during Drosophila 
limb development (Gorfinkiel 
et al.), 2259-2271 

role in Drosophila dorsal closure 
(Riesgo-Escovar and _  Hafen)}, 
1717-1727; (Hou et al.), 1728- 
1737; (Glise and Noselli), 1738- 
1747 

Degeneration, neural, role of C. elegans 
Ga, (Korswagen et  al.), 
1493-1503 

DegP, role in, 

E. coli Cpx stress response pathway 
(Pogliano et al.), 1169-1182 

E. coli extracytoplasmic stress re- 
sponse (Connolly et al.), 2012- 
2021 

Deleted in colorectal cancer, targeting to 
the ubiquitin—-proteasome path- 
way by mammalian homologs 
of Sina (Hu et al.), 2701-2714 

Delilah, induction by Vein in Dro- 
sophila (Yarnitzky et al.), 2691- 
2700 

Development, general 

defects in ski-deficient mice (Berk et 
al.), 2029-2039 

DI] induction of ventral appendage de- 
velopment in Drosophila (Gor- 
finkiel et al.), 2259-2271 

effects of p57*'?? gene disruption in 
mice (Yan et al.), 973-983 

induction of wingless in Drosophila 
embryos (Ohlmeyer and Kal- 
deron), 2250-2258 

role of 

antagonistic signaling in Dictyos- 


telium axis formation (Gins- 
burg and Kimmel}, 2112-2123 
Drosophila bruno in translational 
repression (Webster et al.), 
2510-2521 
LCR-Fl in mesoderm formation 
(Farmer et al.), 786-798 
Rho GTPases (Van Aelst and 
D’Souzy-Schorey), 2295-2322 
Review 
Stat5a signaling in mammopoiesis 
(Liu et al.), 179-188 
Wnt signaling (Cadigan and Nusse}, 
3286-3305 Review 
Development, specific. See also Specific 
organisms 
Drosophila 
anteroposterior Dorsal gradient dur- 
ing Drosophila embryogenesis 
(Huang et al.), 1963-1973 
DIl induction of ventral appendage 
development (Gorfinkiel et al.), 
2259-2271 
induction of wingless in embryos 
(Ohlmeyer and Kalderon), 2250- 
2258 
JNK and DPP signaling pathway 
regulation of dorsal closure 
(Riesgo-Escovar and Hafen), 
1717-1727; (Hou et al.), 1728- 
1737; (Glise and Noselli), 1738- 
1747 
role of 
bruno in translational repression 
(Webster et al.), 2510-2521 
E2F and DP in cell cycle progres- 
sion (Royzman et al.), 1999- 
2011 
Jun (Kockel et al.), 1748-1758 
u-shaped (Cubadda et al.), 3083- 
3095 
Wnt signaling (Cadigan and 
Nusse}, 3286-3305 Review 
B cell 
role of 
NF-«B (Franzoso et al.), 3482-3496 
Pax5 (Nutt et al.), 476-491 
bone, role of NF-«B (Franzoso et al.), 
3482-3496 
epidermal, role of 
ELT-1 in C. elegans (Page et al.}, 
1651-1661 
Skn-la/i and  Tst-1/Oct-6/SCIP 
(Andersen et al.), 1873-1884 
extraembryonic, role of Nf2 in mouse 
(McClatchey et al.), 1253-1265 
eye 
definition of dorsal-ventral border 
by mirror in Drosophila (Mc- 
Neill et al.), 1073-1082 
positive regulation of Drosophila 
Ras signaling by 14-3-3« (Chang 
and Rubin), 1132-1139 
rcal cell cycle control in Drosophila 
(Dong et al.), 94-105 
regulation of Drosophila rhodopsin 


gene by Pax-6 (Sheng et al.), 
1122-1131 
role of 
14-3-3x in Drosophila Raf signal- 
ing (Kockel et al.), 1140-1147 
eyelid in Drosophila development 
(Treisman et al.), 1949-1962 
Hedgehog in Drosophila retinal 
differentiation (Dominguez and 
Hafen), 3254-3264 
sparkling in Drosophila (Fu and 
Noll), 2066-2078 
transcription factors in Dro- 
sophila (Kumar and Moses}, 
2023-2028 Minireview 
roughex regulation of cyclin A in G, 
(Thomas et al.}, 1289-1298 
flower, role of 
AN11 in pigmentation (de Vetten et 
al.), 1422-1434 
cell-cell interactions (Hake and 
Char), 1087-1097 Review 
gastrointestinal, role of Fkhé (Kaestner 
et al.), 1583-1595 
heart, role of 
GATA4 (Kuo et al.), 1048-1060; 
(Molkentin et al.), 1061-1072 
heart 
Nkx2-5 (Biben and Harvey), 1357- 
1369 
leaf, role of, 
cell-cell interactions (Hake and 
Char), 1087-1097 Review 
LGI1 in ligule and auricle induction 
(Moreno et al.), 616-628 
limb 
Dil induction of ventral appendage 
development in Drosophila 
(Gorfinkiel et al.), 2259-2271 
regulation by BMPRs (Zou et al.}, 
2191-2203 
muscle 
defects in ski-deficient mice (Berk et 
al.), 2029-2039 
role of 
cdk5 (Philpott et al.}, 1409-1421 
Vein in tendon formation (Yar- 
nitzky et al.), 2691-2700 
neuronal, role of 
Klumpfuss in Drosophila neural cell 
identity (Yang et al.}, 1396-1408 
Met receptor (Maina et al.), 
3341-3350 
Nedd5 in mice (Kinoshita et al.), 
1535-154 
nodule, role of Rhizobium meliloti Py 
protein (Arcondéguy et al.), 
1194-1206 
notochord, role of Xenopus quaking 
(Zorn and Krieg), 2176-2190 
pancreas, role of PAX6 (Sander et al.}, 
1662-1673 
pancreatic endocrine, defects in 
BETA2/NeuroD-deficient mice 
(Naya et al.), 2322-2334 
plant, role of cell-cell interactions 
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(Hake and Char), 1087-1097 Re- 
view 
root, role of Arabidopsis HY5 (Oyama 
et al.), 2983-2995 
skeletal muscle 
defects in ski-deficient mice (Berk et 
al.), 2029-2039 
role of FGF-6 (Floss et al.), 2040- 
2051 
wing, role of strawberry notch 
(Majumdar et al.) 1341-1353 
DH domain proteins, role in signal trans- 
duction (Van Aelst and 
D’Souzy-Schorey}, 2295-2322 
Review 
Diabetes 
in BETA2/NeuroD-deficient mice 
(Naya et al.), 2322-2334 
mouse model (Bedell et al.), 11-43 Re- 
view 
diabetic mice, hypothalamic expression 
of ART (Shutter et al.), 593-602 
Dictyostelium discoideum, role of 
antagonistic signaling in axis forma- 
tion (Ginsburg and Kimmel), 
2112-2123 
Pianissimo in adenylyl cyclase activa- 
tion (Chen et al.), 3218-3231 
Differentiation, general 
defects in p27-deficient mice (Casac- 
cia-Bonnefil et al.), 2335-2346 
delay in p57*'??-deficient mice (Yan et 
al.) 973-983 
induction by Vein in tendon formation 
(Yarnitzky et al.), 2691-2700 
of keratinocytes induced by c-Myc 
(Gandarillas and Watt), 2869- 
2882 
neuronal induction by Stral3 (Boud- 
jelal et al.), 2052-2065 
notochord induction of zebrafish slow 
muscle by Shh (Blagden et al.}, 
2163-2175 
retinal, role of Hedgehog in Dro- 
sophila (Dominguez and Hafen), 
3254-3264 
role of 
Arabidopsis RHD3 in regulated cell 
enlargement (Wang et al.), 799- 
811 
HBP1, RB, and p130 (Tevosian et 
al.), 383-396 
quaking in notochord (Zor and 
Krieg], 2176-2190 
Stat5a in epithelial cells (Liu et al.), 
179-188 
Differentiation, specific 
cartilage, regulation by BMPRs during 
limb development (Zou et al.), 
2191-2203 
enteroendocrine, defects in BETA2/ 
NeuroD-deficient mice (Naya 
et al.), 2322-2334 
neuronal, role of post-translation inhi- 
bition of HES-1 in NGF signal- 
ing (Strém et al.), 3168-3181 
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Dimerization, role in Xqua function 
(Zorn and Krieg), 2176-2190 
Discs large, role in 
Drosophila oogenesis (Goode and Per- 
rimon), 2532-2544 
organization of a functional junctional 
complex (Hough et al.), 3242 
3253 
Disease, human, mouse models (Bedell 
et al.), 11-43 Review 
Diseases, polygenic, in mice (Bedell et 
al.), 1-10 Review 
Disease resistance, signaling in plant de- 
fense responses (Yang et al.}, 
1621-1639 Review 
dishevelled, role in Wnt signaling (Cadi- 
gan and Nusse), 3286-3305 Re- 
view 
Distal-less, induction of ventral append- 
age development in Drosophila 
(Gorfinkiel et al.), 2259-2271 
DM-kinase. See Human myotonic dys- 
trophy kinase 
DNA binding 
activation of p53 by Ref-1 (Jayaraman 
et al.), 558-570 
heterodimerization of GATA domain 
and product of u-shaped (Haen- 
lin et al.), 3096-3108 
increase in LSF activity in response to 
mitogenic stimulation (Volker 
et al.), 1435-1446 
role in induction of apoptosis by E2F] 
(Hsieh et al.), 1840-1852, (Phil- 
lips et al.), 1853-1863 
role of eyelid in Drosophila develop- 
ment (Treisman et al.), 1949- 
1962 
SRE/homeodomain/TFI-I interactions 
(Grueneberg et al.}, 2428-2493 
stress-regulated NLS in Drosophila 
HSF (Zandi et al.), 1299-1314 
structure of SKN-1 (Carroll et al.}, 
2227-2238 
target specificity of PAS domain (Zel- 
zer et al.), 2079-2089 
DNA cleavage, role of Drosophila P-ele- 
ment transposase (Beall and 
Rio), 2137-2151 
DNA damage 
caused by loss of Stnl function in 
yeast (Grandin et al.), 512-527 
Cdc2 tyrosine phosphorylation-depen- 
dent G, checkpoint (Rhind et 
al.), 504-511 
effects on Rad53 in S. cerevisiae 
(Sidorova and Breeden), 3032- 
3045 
induction of p53 amino-terminus 
phosphorylation (Siliciano et 
al.), 3471-3481 
role of Crb2, Cut5 and Chk] interac- 
tion in checkpoint (Saka et al.), 
3387-3400 
in yeast lacking CAF-I (Kaufman et 
al.), 345-357 


DnaJ, similarity of SV40 large T antigen 
(Campbell et al.), 1098-1110 
DNA methylation, inhibition of tran- 
scriptional elongation (Roun- 
tree and Selker), 2383-2395 
DNA modification, modified base J in T. 
brucei VSG expression sites 
(van Leeuwen et al.), 3233-3241 
DNA repair 
activation of p53 by Ref-1 (Jayaraman 
et al.), 558-570 
blockage by mre11s mutation in yeast 
(Nairz and Klein), 2272-2290 
during meiosis (Roeder), 2600-2621 
Review 
role of LIG4 in yeast (Schar et al.), 
1912-1924 
DNA replication 
in E2F- and DP-mutant Drosophila 
embryos (Royzman et l.), 
1999-2011 
inactivation of p21 by HPV-16 E7 
(Funk et al.), 2090-2100 
ORC-dependent initiation in vitro (Pa- 
sero et al.), 1504-1518 
persistent initiation in cdc6 mutants 
(Liang and Stillman), 3375-3386 
regulation of 
initiator protein p65°¢!* by CDK 
phosphorylation (Jallepalli et 
al.), 2767-2779 
Mcm2 by Cdc7-Dbf4 (Lei et al.), 
3365-3374 
role of 
Crb2, Cut5 and Chkl interaction in 
damage checkpoint (Saka et al.), 
3387-3400 
SV40 large T antigen J-domain 
(Campbell et al.), 1098-1110 
in yeast lacking CAF-I (Kaufman et 
al.), 345-357 
DNA, ribosomal, transcriptional repres- 
sion in yeast (Smith and Boeke}, 
241-254 
DNA supercoiling, decatenation of re- 
combination products by topo 
IV in E. coli (Zechiedrich et al.), 
2580-2592 
DNA topology, role in enhancer-de- 
pendent TCRa gene transcrip- 
tion (Bagga and Emerson), 629- 
639 
Donor selection, role of a2p in yeast 
mating type interconversion 
(Szeto et al.}, 1899-1911 
Dorsal 
anteroposterior gradient during Dro- 
sophila embryogenesis (Huang 
et al.), 1963-1973 
conversion from activator to repressor 
by Groucho (Dubnicoff et al.), 
2952-2957 
phosphorylation of Cactus PEST do- 
main by CKII (Liu et al.), 3413- 
3422 
Dorsal closure, JNK and DPP signaling 





pathway regulation in Dro- 
sophila_ (Riesgo-Escovar and 
Hafen), 1717-1727; (Hou et al.), 
1728-1737; (Glise and Noselli}, 
1738-1747 

Dosage compensation, defects in Xist- 
deficient mice (Maharens et al.}, 
156-166 

Double-strand breaks. See 
double-strand 

Downstream promoter element, recogni- 
tion by Drosophila TAF,60 
(Burke and Kadonaga), 3020- 
3031 


Breaks, 


DP 
regulation of DP-1 by PP2A (Altiok et 
al.), 1987-1998 
role in cell cycle progression (Royz- 
man et al.), 1999-2011 
DPE. See Downstream promoter element 
Drosophila 
antagonism of wingless signaling by 
eyelid (Treisman et al.), 1949- 
1962 
anteroposterior Dorsal gradient during 
Drosophila embryogenesis 
(Huang et al.), 1963-1973 
auto/cross-regulation and enhancer 
sharing of Hox genes (Gould et 
al.), 900-913 
chaperone function of Cdc37 (Kimura 
et al.), 1775-1785 
control of Antennapedia activity in 
vivo (Jaffe et al.), 1327-1340 
defective chromosome condensation 
in prod mutants (T6r6k et al.), 
213-225 
Dil induction of ventral appendage de- 
velopment (Gorfinkiel et al.), 
2259-2271 
DNA cleavage by P-element trans- 
posase (Beall and Rio), 2137- 
2151 
effect of Groucho on Dorsal (Dub- 
nicoff et al.), 2952-2957 
Groucho as corepressor for Hairy and 
Engrailed (Jiménez et al.), 3072- 
3082 


induction of wingless in embryos 
(Ohlmeyer and Kalderon), 2250- 
2258 


JNK and DPP signaling pathway re- 
gulation in Drosophila (Riesgo- 
Escovar and Hafen), 1717-1727; 
(Hou et al.), 1728-1737; (Glise 
and Noselli), 1738-1747 

negative regulation of Pannier by u- 
shaped product (Haenlin et al.), 
3096-3108 

phosphorylation of Cactus PEST do- 
main by CKII (Liu et al.), 3413- 
3422 

positive regulation of Ras signaling by 
14-3-3e (Chang and Rubin), 
1132-1139 

rca cell cycle control in eye develop- 


ment (Dong et al.}, 94-105 
recognition of DPE by TAF,,60 (Burke 
and Kadonaga), 3020-3031 

regulation of 
P-element IVS3 splicing by PSI (Ad- 
ams et al.), 129-138 
proneural genes by u-shaped 
(Cubadda et al.), 3083-3095 
rhodopsin gene by Pax-6 (Sheng et 
al.), 1122-1131 
role of 
bruno in translational repression 
(Webster et al.), 2510-2521 
Chip in segmentation and remote 
wing margin enhancer activity 
(Morcillo et al.), 2729-2740 
Discs large in oogenesis (Goode and 
Perrimon), 2532-2544 
Dlg in organization of a functional 
junctional complex (Hough et 
al.), 3242-3253 
E2F and DP in cell cycle progression 
(Royzman et al.), 1999-2011 
Egl-BicD complex in oocyte specifi- 
cation (Mach and Lehmann), 
423-435 
14-3-3x in Raf signaling (Kockel et 
al.), 1140-1147 
Klumpfuss in neural cell identity 
(Yang et al.), 1396-1408 
mirror in eye border definition (Mc- 
Neill et al.), 1073-1082 
sparkling in eye development (Fu 
and Noll), 2066-2078 
strawberry notch in wing margin 
formation (Majumdar etal.) 
1341-1353 
UbcD1 in ubiquitin and telomere 
activity (Cenci et al.), 863-875 
Vein in tendon formation (Yarnitzky 
et al.), 2691-2700 
Wnt signaling in development (Ca- 
digan and Nusse), 3286-3305 
Review 
roughex regulation of cyclin A in G, 
(Thomas et al.), 1289-1298 
similarity of mammalian Mph-1 to 
polyhomeotic (Alkema et al.), 
226-240 
target specificity of Trh and Sim PAS 
domains (Zelzer et al.), 2079- 
2089 
targeting of DCC to the ubiquitin-pro- 
teasome pathway by mamma- 
lian Sina homologs (Hu et al.), 
2701-2714 
transcription factors in eye develop- 
ment (Kumar and Moses}, 2023- 
2028 Minireview 
DsbA, in cell-free apoptosis (Fearnhead 
et al.), 1266-1276 


E 


E1LA 
independent rescue of cell cycle arrest 


by cyclin E (Lukas et al.), 1479- 
1492 
regulation by PP2A (Altiok et al.), 
1987-1998 
role of 
E2Fl in apoptosis (Hsieh et al.), 
1840-1852; (Phillips et al.), 
1853-1863 
pRB, pl07, and p130 in regulation 
(Hurford et al.), 1447-1463 
E2F, in E. coli Cpx stress response path- 
way (Pogliano et al.), 1169-1182 
E7, inactivation of p21 (Funk et al.), 
2090-2100; (Jones et al.), 2101- 
2111 
Early cell cycle box, activation of M/G,- 
specific transcription (McInerny 
et al.), 1277-1288 
ECB. See Early cell cycle box 
Ectoderm, extraembryonic, role of Nf2 in 
mouse development  (Mc- 
Clatchey et al.), 1253-1265 
Egalitarian, role of Egl-BicD complex in 
Drosophila (Mach and 
Lehmann), 423-435 
EGFR. See Epidermal growth factor re- 
ceptor 
Egg-laying, role of C. elegans Ga, (Kor- 
swagen et al.}, 1493-1503 
Egl. See Egalitarian 
EH domain, binding specificity (Salcini 
et al.), 2239-2249 
eHand, regulation by Nkx2-5 during mu- 
rine heart development (Biben 
and Harvey), 1357-1369 
ELT-1, role in C. elegans epidermal de- 
velopment (Page et al.), 
1651-1661 
Embryogenesis 
defects in 
Brcal- and Brca2-deficient mice 
(Ludwig et al.), 1226-1241 
Brca2-deficient mice (Suzuki et al.), 
1242-1252 
effect of Groucho on Dorsal (Dub- 
nicoff et al.), 2952-2957 
of LKLF in blood vessel formation 
(Kuo et al.), 2996-3006 
role of 
K-Ras in mice (Johnson et al.}, 2468— 
2481; Erratum 3277 
MFH1 in mouse development (Win- 
nier et al.), 926-940 
END-1, role in C. elegans endoderm 
specification (Zhu et al.), 2883- 
2896 
Endoderm 
induction of neuronal differentiation 
by Stral3 (Boudjelal et al.), 
2052-2065 
role of END-1 in specification (Zhu et 
al.), 2883-2896 
Endonuclease 
activity in a bacterial group II intron 
(Matsuura et al.), 2910-2924 
role in alternative 3’-end processing of 
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U5 snRNA (Chanfreau et al.), 
2741-2751 
role of Drosophila P-element trans- 
posase (Beall and Rio), 2137- 
2151] 
Endothelium, vascular, expression of 
LKLF (Kuo et al.), 2996-3006 
End processing, distortion of viral DNA 
ends during HIV-1 integration 
(Scottoline et al.), 371-382 
Engrailed, Groucho as corepressor (Jimé- 
nez et al.), 3072-3082 
Enhancers, sharing by Hox genes (Gould 
et al.), 900-913 
Ephrins, role in axon guidance (Varela- 
Echavarria and Guthrie}, 
545-557 Review 
Epidermal growth factor receptor 
binding by Vein in Drosophila (Yar- 
nitzky et al.), 2691-2700 
inhibition of vulval induction by 
LET-23 (Hajnal et al.), 2715- 
2728 
role of Sosl in signaling (Wang et al.}, 
309-320 
Epidermal muscle attachment cells, role 
of Vein in tendon formation 
(Yarnitzky et al.), 2691-2700 
Epidermis 
c-Myc induction of keratinocyte dif- 
ferentiation (Gandarillas and 
Watt), 2869-2882 
role of Skn-la/i and Tst-1/Oct-6/SCIP 
in differentiation (Andersen et 
al.), 1873-1884 
Epidermolysis bullosa simplex, similari- 
ties in plectin-deficient mice 
(Andra et al.), 3143-3156 
Epithelial cell, EH domain binding speci- 
ficity (Salcini et al.), 2239-2249 
Eps15 
host responses to Salmonella infection 
{Jones}, 679-687 Review 
role of Stat5a in differentiation (Liu et 
al.), 179-188 
ERKs. See Extracellular reponse kinases 
ERM family, role of Nf2 in mouse devel- 
opment (McClatchey et al.}, 
1253-1265 
Escherichia coli 
control of protein-folding enzyme syn- 
thesis by o® and Cpx (Danese 
and Silhavy), 1183-1193 
decatenation of recombination prod- 
ucts by topo IV (Zechiedrich et 
al.), 2580-2592 
extracytoplasmic stress response 
(Connolly et al.), 2012-2021 
inhibition of RNAP translocation by 
phage HKO22 Nun protein 
(Hung and 
2670-2678 
limiting MutL levels during stationary 
phase mutation (Harris et al.), 
2426-2437 
RecBCD polarity switch regulation by 


Gottesman], 
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x (Anderson and  Kowal- 
czykowski), 571-581 
regulation of the Cpx cell envelope 
stress response (Pogliano et al.), 
1169-1182 
Ethylene, role in plant disease resis- 
tance (Yang et al.), 1621-1639 
Review 
Ets-1, LEF-1-enhanced binding to chro- 
matin templates (Mayall et al.) 
887-899 
ETS-domain proteins, role of Aop in 
DJNK regulation of Drosophila 
dpp (Riesgo-Escovar and Hafen}, 
1717-1727 
Eukaryotic translation initiator factor 
homolog of NAT1 to carboxyl termi- 
nus of eIF4G (Yamanaka et al.}, 
321-333 
role of elF-2 and eIF5 in AUG selection 
(Huang et al.), 2396-2413 
Extracellular matrix components, role in 
axon guidance (Varela-Echavar- 
ria and Guthrie), 545-557 Re- 
view 
Extracellular reponse kinases, phos- 
phorylation of LSF (Volker et 
al.), 1435-1446 
Extradenticle, interaction with Antenna- 
pedia mutants (Jaffe et al.), 
1327-1340 


Eye 
definition of dorsal—-ventral border by 
mirror in Drosophila (McNeill 
et al.), 1073-1082 
positive regulation of Ras signaling by 
14-3-3e (Chang and Rubin), 
1132-1139 
regulation of Drosophila rhodopsin 
gene by Pax-6 (Sheng et al.}, 
1122-1131 
role of 
14-3-3x in Raf signaling (Kockel et 
al.), 1140-1147 
sparkling in development in Dro- 
sophila (Fu and Noll), 2066- 
2078 
transcription factors in development 
in Drosophila (Kumar and Mo- 
ses), 2023-2028 Minireview 
eyeless, regulation of rhodopsin gene 
(Sheng et al.), 1122-1131 
eyelid, role in Drosophila development 
(Treisman et al.), 1949-1962 


F 


Farlp, phosphorylation- and ubiquitin- 
dependent degradation (Hen- 
choz et al.), 3046-3060 
FGFs. See Fibroblast growth factors 
Fibroblast growth factors 
activation of Xenopus Brachyury (Lat- 
inkic et al.), 3265-3276 
induction of cash4 (Henrique et al.), 
603-615 


role of FGF-6 in skeletal muscle regen- 
eration (Floss et al.), 2040-2051 
Flower, role of 
ANI11 in pigmentation (de Vetten et 
al.), 1422-1434 
cell-cell interactions in development 
{Hake and Char), 1087-1097 Re- 
view 
Flp recombinase 
mechanism of active site exclusion 
(Lee et al.), 3061-3071 
silencing of trimers by tetramers dur- 
ing Holliday junction resolution 
Lee and Jayaram), 2438-2447 
Focal adhesion complexes, interaction of 
Nedd5 and actin-based struc- 
tures in mice (Kinoshita et al.), 
1535-1547 
14-3-3 proteins 
positive regulation of Ras signaling 
by 14-3-3e (Chang and Rubin}, 
1132-1139 
role of 14-3-3x in Raf signaling (Kockel 
et al.), 1140-1147 
Frizzled proteins, role in Wnt signaling 
(Cadigan and Nusse), 3286- 
3305 Review 
FtsH proteases, chaperone activities 
(Gottesman et al.), 815-823 Re- 
view 
FUS3, regulation by PTP2 and PTP3 
(Zhan et al.), 1690-1702 


G 


G proteins 
regulation of Cryptococcus neofor- 
mans mating and virulence (Al- 
spaugh et al.), 3206-3217 
role of 
C. elegans Ga, in neural degenera- 
tion (Korswagen et al.), 1493- 
1503 
Pianissimo in adenylyl cyclase acti- 
vation (Chen et al.), 3218-3231 
Spglp in S. pombe cytokinesis 
(Schmidt et al.), 1519-1534 
GAI, negative regulation of gibberellin 
responses (Peng et al.), 3194— 
3205 
Ganglia, glossopharyngeal, defects in 
COUP-TFi-deficient mice (Qiu 
et al.), 1925-1937 
Ganglion mother cells, role of Klump- 
fuss in Drosophila neural cell 
identity (Yang et al.), 1396-1408 
Gap genes, role of Chip in segmentation 
and remote wing margin en- 
hancer activity (Morcillo et al.}, 
2729-2740 
gap-1, inhibition of vulval induction 
(Hajnal et al.), 2715-2728 
GAPs. See GTPase-activating proteins 
Gastrulation, role of 
LCR-F1 (Farmer et al.), 786-798 





Nf2 in mouse development (Mc- 
Clatchey et al.), 1253-1265 
GATA factors, role of 
ELT-1 in C. elegans epidermal devel- 
opment (Page et al.), 1651-1661 
END-1 in C. elegans endoderm speci- 
fication (Zhu et al.), 2883-2896 
gax, role in cell growth inhibition (Smith 
et al.), 1674-1689 
Gen5, characterization of the Ada and 
SAGA complexes (Grant et al.}, 
1640-1650 
GDIs. See Guanine nucleotide dissocia- 
tion inhibitors 
GEFs. See Guanine nucleotide exchange 
factors 
Gene conversion, role of S. cerevisiae 
Mlh1 (Hunter and Borts), 1573- 
1582 
Gene disruption 
in mice (Bedell et al.), 1-10 Review 
of 
ActRIIB in mice (Oh and Li), 1812- 
1826 
AP-28 in mice (Moser et al.}, 1938- 
1948 
Bcl-3 in mice (Schwarz et al.), 187- 
197 
BETA2/NeuroD in mice (Naya et 
al.), 2322-2334 
Brcal, Brca2 and p53 in mice (Lud- 
wig et al.), 1226-1241 
C/EBPf in mice (Sterneck et al.), 
2153-2162 
COUP-TFI in mice (Qiu et al.), 
1925-1937 
FGF-6 in mice (Floss et al.), 2040- 
2051 
Fkh6 in mice (Kaestner et al.}, 1583- 
1595 
GATA4 in mice (Kuo et al.), 1048- 
1060; (Molkentin et al.), 1061- 
1072 
GPAI1 in Cryptococcus neoformans 
(Alspaugh et al.), 3206-3217 
H19 in mice (Ripoche et al.), 1596- 
1604 
K-Ras in mice (Johnson et al.}), 2468- 
2481; Erratum 3277 
LCR-F1 in mice (Farmer et al.), 786- 
798 
LKLF in mice (Kuo et al.), 2996-3006 
Mesp2 in mice (Saga et al.}, 1827- 
1839 
NF-«B p50 and p52 in mice (Fran- 
zoso et al.), 3482-3496 
PARP in mice (Wang et al.), 2347- 
2358 
plectin in mice (Andra et al.), 3143- 
3156 
prolactin receptor (Ormandy et al.), 
167-178 
ski in mice (Berk et al.), 2029-2039 
Skn-la/i in mice (Andersen et al.}, 
1873-1884 
Sosl in mice (Wang et al.), 309-320 


Stat5a in mice (Liu et al.), 179-186 
Xist gene in mice (Maharens et al.}, 
156-16 
Gene knockout. See Gene disruption 
Gene targeting. See Gene disruption 
Gere therapy 
in mouse models (Bedell et al.), 11-43 
Review 
overexpression of gax by replication- 
defective adenovirus (Smith et 
al.), 1674-1689 
potential use of a bacterial group II in- 
tron (Matsuura et al.), 2910- 
2924 
Genetic instability. See Instability, ge- 
netic 
Genetic mapping, in mouse models for 
human disease (Bedell et al.), 1- 
10 Review 
Genome ploidy, regulation by S. pombe 
Popl (Kominami and Toda), 
1548-1560 
Genomic imprinting, targeted disruption 
of the murine H19 gene (Ri- 
poche et al.), 1596-1604 
Genomic stability. See Stability, genomic 
Germinal center, defects in Bcl-3-defi- 
cient mice (Schwarz et al.), 187- 
197 
Gibberellin, negative regulation of re- 
sponses by Arabidopsis GAI 
gene (Peng et al.), 3194-3205 
Gicl, role in S. cerevisiae polarized cell 
growth (Chen et al.), 2958-2971, 
(Brown et al.), 2972-2981 
Gic2, role in S. cerevisiae polarized cell 
growth (Chen et al.), 2958-2971, 
(Brown et al.), 2972-2981 
GLE1, role in heat shock mRNA export 
(Saavedra et al.), 2845-2856 
glnB, symbiotic role of Rhizobium melli- 
loti Py, protein (Arcondéguy et 
al.), 1194-1206 
Glucagon, transactivation by PAX6 in 
the pancreas (Sander et al.), 
1662-1673 
GMCs. See Ganglion mother cells 
goosecoid, activation of Xenopus 
Brachyury (Latinkic et al.), 
3265-3276 


GPAI1, regulation of Cryptococcus neo- 
formans mating and virulence 
(Alspaugh et al.), 3206-3217 

Granulosa cells, role for C/EBP£ in fe- 
male reproduction (Sterneck et 
al.), 2153-2162 

Groucho 


as corepressor for Hairy and Engrailed 
(Jiménez et al.), 3072-3082 

conversion of Dorsal from activator to 
repressor (Dubnicoff et al.), 
2952-2957 

Growth cone motility, mechanisms of 

axon guidance (Varela-Echavar- 
ria and Guthrie), 545-557 Re- 
view 


Growth factors 
effects of IGF-II overexpression in 
mice (Eggenschwiler et al.), 
3128-3142 
requirement for Sos] in EGFR signal- 
ing (Wang et al.), 309-320 
role of 
HGF and NGF in axon growth and 
sensory nerve development 
(Maina et al.), 3341-3350 
post-translation inhibition of HES-1 
in NGF signaling (Strém et al.), 
3168-3181 
gsa-1, role in C. elegans neural degenera- 
tion (Korswagen et al.), 1493- 
1503 
GSK-3, role in 
axis formation in Dictyostelium 
(Ginsburg and Kimmel), 2112- 
2123 
Wnt signaling (Cadigan and Nusse}, 
3286-3305 Review 
GTPase-activating proteins 
inhibition of vulval induction by gap-1 
(Hajnal et al.), 2715-2728 
role in signal transduction (Van Aelst 
and D’Souzy-Schorey), 2295- 
2322 Review 
GTPase-associated proteins, role of Gicl 
and Gic2 in S. cerevisiae polar- 
ized cell growth (Chen et al.), 
2958-2971; (Brown et al.}, 2972- 
2981 
GTPases 
activation of NF-«B by Rho proteins 
(Perona et al.), 463-475 
interaction of Nedd5 and actin-based 
structures in mice (Kinoshita et 
al.), 1535-1547 
role of 
Rho proteins in signaling (Van Aelst 
and D’Souzy-Schorey), 2295- 
2322 Review 
Spglp in S. pombe cytokinesis 
(Schmidt et al.), 1519-1534 
GTP-binding proteins, role of Arabidop- 
sis RHD3 in regulated cell en- 
largement (Wang et al.), 799- 
811 
GTP hydrolysis, control of AUG selec- 
tion during translation _ ini- 
tiation (Huang et al.), 2396- 
2413 
Guanine nucleotide dissociation inhibi- 
tors, role in signal transduction 
(Van Aelst and D’Souzy-Scho- 
rey), 2295-2322 Review 
Guanine nucleotide exchange factors, 
role in signal transduction (Van 
Aelst and D/’Souzy-Schorey), 
2295-2322 Review 
GUK domain, role in Dlg function 
(Hough et al.), 3242-3253 
Gyrase, role in decatenation of recombi- 
nation products in E. coli (Zech- 
iedrich et al.), 2580-2592 
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H 


H19 
effects of double mutation with /gf2r 
in mice (Eggenschwiler et all.), 
3128-3142 
targeted disruption in mice (Ripoche 
et al.), 1596-1604 
Hairy, Groucho as corepressor (Jiménez 
et al.), 3072-3082 
HBP1, targeting by the retinoblastoma 
family (Tevosian et al.), 
383-396 
HCE. See Host cell factor 
Hearing, disorders in mice (Bedell et al.}, 
11-43 Review 
Heart 
defects in plectin-deficient mice (An- 
dra et al.), 3143-3156 
role of BMPs in induction of cardiac 
myogenesis (Schultheiss et al.}, 
451-462 
Heart tube, role of 
GATA4 in formation (Kuo et al.), 
1048-1060; (Molkentin et al.), 
1061-1072 
Nkx2-5 in formation (Biben and Har- 
vey), 1357-1369 
Heat shock proteins 
ClpC as molecular switch for B. subti- 
lis competence (Turgay et al.}, 
119-128 
disruption of downstream chromatin 
by HSF1 (Brown and Kingston], 
3116-3127 
Heat shock RNA 
factors involved in export (Saavedra et 
al.), 2845-2856 
role of Riplp in export (Stutz et al.), 
2857-2868 
Hedgehog 
induction of wingless in Drosophila 
embryos (Ohlmeyer and Kal- 
deron), 2250-2258 
notochord induction of slow muscle 
by Shh (Blagden et al.), 
2163-2175 
role in Drosophila retinal differentia- 
tion (Dominguez and Hafen], 
3254-3264 


Helicases, RecBCD polarity switch regu- 
lation by x (Anderson and Kow- 
alezykowski), 571-581 

Helix—loop-helix proteins, basic 


endothelial cell transcription factor 
EPAS|I (Tian et al.), 72-82 

induction of neuronal differentiation 
by Stral3 (Boudjelal et al.), 
2052-2065 

novel Max-binding Myc antagonist 
Mnt (Hurlin et al.), 44-58 

regulation of eHand by Nkx2-5 during 
murine heart development 
(Biben and Harvey), 1357-1369 

role of 


Mesp2 in segmentation initiation 
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(Saga et al.), 1827-1839 
post-translational inhibition — of 
HES-1 in NGF signaling (Stré6m 
et al.), 3168-3181 
target specificity of PAS domain 
(Zelzer et al.), 2079-2089 
Hematopoiesis, role of K-Ras in mice 
(Johnson et al.), 2468-2481; Er- 
ratum 3277 
Hemidesmosomes, reduction in plectin- 
deficient mice (Andra et al.), 
3143-3156 
Hemopoietic stem cells, transcriptional 
programs (Hu et al.}, 774-785 
Hemorrhaging, in LKLF-deficient mice 
(Kuo et al.), 2996-3006 
Hensen’s node, induction of cash4 (Hen- 
rique et al.), 603-615 
Hepatocyte growth factor, role in axonal 
growth and sensory nerve devel- 
opment (Maina et _al.), 
3341-3350 
Herpesvirus saimiri, role of AU-rich ele- 
ments in RNA degradation (Fan 
et al.), 2557-2568 
HES-1, role of post-translation inhibition 
in NGF signaling (Strém et al.), 
3168-3181 
Heterochromatin 
SIR2 and SIR4 interactions at yeast 
telomeres (Strahl-Bolsinger et 
al.), 83-93 
telomeric silencing in yeast lacking 
CAF-I (Kaufman et al.), 345-357 
Heterodimerization, of GATA domain 
and product of u-shaped (Haen- 
lin et al.), 3096-3108 
HIF. See Hypoxia inducible factor 
High mobility group box proteins 
regulation of siamois by §-catenin/ 
XTcf-3 (Brannon et al.), 2359 
2370 
targeting of HBP1 by the retinoblasto- 
ma family (Tevosian et al.), 
383-396 
Hindbrain, regulation of Hoxb2 by 
Hoxb1 (Maconochie et l.), 
1885-1895 
Histidine kinase, novel inhibitor in B. 
subtilis (Wang et al.), 2569- 
2579 
Histone 
acetylation, regulation of HIV-1 en- 
hancer (Sheridan et al.), 3327- 
3340 
modification, role in nucleolar domi- 
nance (Chen and _ Pikaard), 
2124-2136 
Histones 
CAF-I and RLF2 in telomeric chroma- 
tin assembly (Enomoto et al.}, 
358-370 
role of 
Ada and SAGA complexes in acety- 
lation (Grant et al.), 1640-1650 
H2A-H2B in Tyl silencing in the 


yeast RDN1 locus (Bryk et al.), 
155-269 

HIV. See Human immunodeficiency vi- 
Tus 

HK022, inhibition of RNAP transloca- 
tion by Nun protein in E. coli 
(Hung and Gottesman}, 2670- 


2678 
HMG box proteins. See High mobility 
group box proteins 
HMG I/Y, role in enhancer-dependent 
lCRa gene transcription (Bagga 
and Emerson), 629-639 
Holliday junctions 
chromosome behavior during meiosis 
Roeder), 2600-2621 Review 
silencing of Flp trimers by tetramers 
during resolution (Lee and Ja- 
yaram), 2438-2447 
Holoenzyme, identification of Pol II 
subunits (Wang et al.), 2371- 
2382 
Homeobox genes 
DIl induction of ventral appendage de- 
velopment in Drosophila (Gor- 
finkiel et al.), 2259-2271 
regulation of 
Hoxb2 by Hoxb1 (Maconochie et 
al.), 1885-1895 
siamois by B-catenin/XTcf-3 (Bran- 
non et al.), 2359-2370 
role of 
gax in cell growth inhibition (Smith 
et al.), 1674-1689 
Nkx2-5 in heart development (Biben 
and Harvey), 1357-1369 
Homeodomain proteins 
definition of Drosophila eye border by 
Mirror (McNeill et al.), 1073- 
1082 
interaction of Apterous and Chip 
(Morcillo et al.), 2729-2740 
paired-type, activation of Xenopus 
Brachyury (Latinkic et al.), 
3265-3276 
promotion SRF-Phox] interaction by 
TFII-I (Grueneberg et al.), 2428- 
2493 
regulation of rhodopsin gene by Pax-6 
(Sheng et al.), 1122-1131 
role of Nkxx2-5 in heart development 
(Biben and Harvey), 1357-1369 
synergism between LIM and Otx ho- 
meodomain proteins (Bach et 
al.), 1370-1380 
Homeotic genes 
auto/cross-regulation and enhancer 
sharing (Gould et al.), 900-913 
control of Antennapedia activity in 
vivo (Jaffe et al.), 1327-1340 
definition of Drosophila eye border by 
mirror (McNeill et al.), 1073- 
1082 
HOOK domain, role in Dlg function 
(Hough et al.), 3242-3253 
Host cell factor 





interaction with L-ZIP (Freiman and 
Herr), 3122-3127 
role in cell proliferation (Goto et al.), 
726-737 
Hox complex, auto/cross-regulation and 
enhancer sharing (Gould et al.), 
900-913 
Hox genes, regulation by Bmi-1 (Alkema 
et al.), 226-240 
HPR1, role in transcription elongation 
(Chavez and Aguilera), 3459- 
3470 
HPV. See Human papillomavirus 
Hrpl, role in mRNA 3’-end formation 
(Kessler et al.), 2545-2556 
Hsc70, interaction with $V40 large T an- 
tigen J-domain (Campbell et al.), 
1098-1110 
HSF, stress-regulated NLS in Drosophila 
(Zandi et al.), 1299-1314 
HSP100 
competition for Mu transposase by 
ClpX and MuB (Levchenko et 
al.), 1561-1572 
molecular switch for B. subtilis com- 
petence (Turgay et al.), 119-128 
Hsp90, similar function of Cdc37 
(Kimura et al.), 1775-1785 
Human immunodeficiency virus 
distortion of viral DNA ends during 
HIV-1 integration (Scottoline et 
al.), 371-382 
regulation of HIV-1 enhancer by his- 
tone acetyltransferases (Sheri- 
dan et al.), 3327-3340 
role of 
CAK in Tat transactivation (Cujec 
et al.), 2645-2657 
TAK (P-TEFb) in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Zhu et al.), 2622-2632; 
(Mancebo et al.), 2633-2644 
Human myotonic dystrophy kinase, 
similarity of C. elegans 
LET-502 (Wissman et al.}, 409- 
422 
Human papillomavirus, inactivation of 
p21 by HPV-16 E7 (Funk et al.), 
2090-2100; (Jones et al.), 2101- 
2111 
HY5, role in root and hypocotyl devel- 
opment (Oyama et al.), 2983- 
2995 
Hyaluronate, disruption of metabolism 
by suppression of CD44 (Kaya et 
al.), 996-1007 
Hypocotyl, role of HY5 development 
(Oyama et al.), 2983-2995 
Hypothalamus, expression of ART in 
obese and diabetic mice (Shut- 
ter et al.), 593-602 
Hypoxia, stimulation of EPAS1 activity 
(Tian et al.), 72-82 
Hypoxia inducible factor 
activity of HIFla in Drosophila em- 
bryos (Zelzer et al.), 2079-2089 


similarity of EPAS1 to HIF-1(Tian et 
al.), 72-82 


I 


IgCAMs, role in axon guidance (Varela- 
Echavarria and Guthrie}, 545- 
557 Review 
IGF-II, effects of overexpression in mice 
(Eggenschwiler et al.), 3128- 
3142 
Igf2, effects of H19 disruption (Ripoche 
et al.), 1596-1604 
IkB, targeted disruption of family mem- 
ber Bcl-3 in mice (Schwarz et 
al.), 187-197 
Immune deficiency 
in Bcl-3-deficient mice (Schwarz et 
al.), 187-197 
mouse models (Bedell et al.), 11-43 Re- 
view 
Immune system, host responses to Sal- 
monella infection (Jones), 679- 
687 Review 
Imprinting 
targeted disruption of H19 in mice (Ri- 
poche et al.), 1596-1604 
X inactivation in extraembryonic tis- 
sues (Solter and Wei), 153-155 
Review 
Initiator, mechanism of synergism with 
TATA box (Emami et al.}, 3007- 
3019 
INK4a, role in melanoma susceptibility 
(Chin et al.), 2822-2834 
Ink4b. See p15 
Instability 
genetic, role of MutL in E. coli (Harris 
et al.), 2426-2437 
genome, role of HPR1 (Chavez and 
Aguilera), 3459-3470 
Insulin 
defective gene regulation in BETA2/ 
NeuroD-deficient mice (Naya 
et al.}, 2322-2334 
transactivation by PAX6 in the pan- 
creas (Sander et al.), 1662- 
1673 
Integration, retroviral, distortion of viral 
DNA ends by HIV-1 integrase 
(Scottoline et al.), 371-382 
Interactions, cellular, role in plant devel- 
opment (Hake and Char), 1087- 
1097 Review 
Intron mobility, maturase activity and 
insertion of new genetic infor- 
mation (Matsuura et al.), 2910- 
2924 
Islet cells, role of PAX6 in development 
(Sander et al.), 1662-1673 
IVS3, regulation of splicing by PSI (Ad- 
ams et al.), 129-138 


J 


J-domain, role in DNA replication 


(Campbell et al.), 1098-1110 
Jasmonic acid, role in plant disease resis- 
tance (Yang et al.), 1621-1639 
Review 
JNK pathway. See Jun amino-terminal 
kinase pathway 
Jun 
JNK and DPP signaling pathway regu- 
lation in Drosophila (Riesgo-Es- 
covar and Hafen}, 1717-1727; 
(Hou et al.), 1728-1737; (Glise 
and Noselli), 1738-1747 
role in Drosophila development 
(Kockel et al.), 1748-1758 
Jun amino-terminal kinase pathway 
inhibition by nuclear hormone recep- 
tors (Caelles et al.), 3351- 
3364 
regulation of Drosophila dpp expres- 
sion (Riesgo-Escovar and 
Hafen), 1717-1727 


K 


K-Ras, role in mouse embryogenesis 
(Johnson et al.), 2468-2481; Er- 
ratum 3277 
Keratinocytes 
c-Myc-induced differentiation (Ganda- 
rillas and Watt), 2869-2882 
defects in plectin-deficient mice (An- 
dra et al.), 3143-3156 
disruption of hyaluronate metabolism 
by suppression of CD44 (Kaya et 
al.), 996-1007 
impaired proliferation in dominant- 
negative RXRa-expressing mice 
(Feng et al.), 59-71 
inactivation of p21 inhibition by HPV- 
16 E7 (Jones et al.), 2101-2111 
KH domain proteins, role of Xenopus 
quaking in notochord develop- 
ment (Zorn and Krieg), 2176- 
2190 
KH-type splicing regulatory protein, pu- 
rification and cloning (Min et 
al.), 1023-1036 
Kidney disease, role of AP-28 mutations 
in ARPKD (Moser et al.}, 1938- 
1948 
Kinase A, novel inhibitor in B. subtilis 
(Wang et al.), 2569-2579 
Kinases 
chaperone function of Cdc37 (Kimura 
et al.), 1775-1785 
induction of c-myc transcription by v- 
Abl (Zou et al.), 654-662 
inhibition of c-Abl by Pag (Wen and 
Van Etten), 2456-2467 
rescue of osteoclast function in src-/- 
mice (Schwartzberg et all.), 
2835-2844 
Rho-binding, similarity of C. elegans 
LET-502 (Wissman et al.), 409- 
422 
role of UNC-51 in axonal elongation 
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and guidance (Ogura et al.}, 
1801-1811 

Kinetochore, yeast centromere composi- 
tion (Meluh and Koshland), 
3401-3412 

Kipl. See p27 

KipA, inhibition of KipI in B. subtilis 
(Wang et al.), 2569-2579 

KipI, novel histidine kinase inhibitor in 
B. subtilis (Wang et al.), 2569- 
2579 

Klumpfuss, role in Drosophila neural cell 
identity (Yang et al.), 1396-1408 

Knotted1, role in leaf development (Hake 
and Char}, 1087-1097 Review 

KSRP. See KH-type splicing regulatory 
protein 


L 


Lactation, defects in mice lacking the 
prolactin receptor (Ormandy et 
al.}, 167-178 
Lactogenesis, role of Stat5a signaling 
(Liu et al.), 179-188 
Lambda integrase, decatenation of re- 
combination products by topo 
IV (Zechiedrich et al.), 2580- 
2592 
LCR. See Locus control region 
LCR-Fl. See Locus control region fac- 
tor | 
Leaf, role of 
cell-cell interactions in development 
(Hake and Char), 1087-1097 Re- 
view 
LGI in ligule and auricle induction 
(Moreno et al.), 616-628 
LEF-| 
coactivator ALY (Bruhn et al.}, 640- 
653 
role in 
TCRa enhancer complex assembly 
(Mayall et al.), 887-899 
Wnt signaling (Cadigan and Nusse}, 
3286-3305 Review 
Lef/Tcf family proteins, regulation of 
siamois by £-catenin/XTcf-3 
(Brannon et al.), 2359-2370 
Jet-23, inhibition of vulval induction 
(Hajnal et al.), 2715-2728 
let-60, inhibition of vulval induction by 
gap-1 (Hajnal et al.), 2715-2728 
LET-502, role in C. elegans morphogen- 
esis (Wissman et al.), 409-422 
Leucine zipper proteins, basic 
interaction of L-ZIP with HCF 
(Freiman and Herr), 3122-3127 
role of 
HY5 in root and hypocotyl] develop- 
ment (Oyama et al.}, 2983-2995 
LCR-Fl in mesoderm formation 
(Farmer et al.), 786-798 
structure of SKN-1 bound to DNA 
(Carroll et al.), 2227-2238 
LG100754, novel ligand of RXR (Schul- 
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man et al.), 299-308 
Ligases, role of LIG4 in double-strand 
break repair (Schar et al.), 1912 
1924 
Ligule, induction by LG1 in maize 
(Moreno et al.), 616-628 
Ligulelessl, role in maize ligule and au- 
ricle induction (Moreno et al.), 
616-628 
LIM domain proteins 
coactivator interactions (Bach et al.}, 
1370-1380 
interaction with Chip in segmentation 
and remote wing margin en- 
hancer activity (Morcillo et al.}, 
2729-2740 
lin-12, negative regulation by sel-10 
(Hubbard et al.), 3182-3193 
Lineage specification, of hemopoietic 
stem cells (Hu et al.), 774-785 
LKLF, role in blood vessel formation 
(Kuo et al.), 2996-3006 
Localization 
nuclear, stress-regulated NLS in Dro- 
sophila HSF (Zandi et al.}, 1299- 
1314 
subcellular, effects on pl5 and p27 
function (Reynisd6ttir and Mas- 
sague}, 492-503 
Locomotion, role of C. elegans Ga, |(Kor- 
swagen et al.), 1493-1503 
Locus control region 
factor 1, role in mesoderm formation 
(Farmer et al.), 786-798 
intergenic transcription and transin- 
duction of the human £-globin 
locus (Ashe et al.), 2494-2509 
Lon proteases, chaperone activities (Gottes- 
man et al.), 815-823 Review 
Long terminal repeat, role of 
CAK in Tat transactivation (Cujec et 
al.), 2645-2657 
TAK (P-TEFb) in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Zhu et al.), 2622-2632; 
(Mancebo et al.}), 2633-2644 
lozenge, role in Drosophila eye develop- 
ment (Kumar and Moses), 2023- 
2028 Minireview 
LSF, phosphorylation in response to mi- 
togenic stimulation (Volker et 
al.), 1435-1446 
LTR. See Long terminal repeat 
Luminal narrowing, caused by overex- 
pression of gax by replication- 
defective adenovirus (Smith et 
al.), 1674-1689 
LXR, transactivation by RXR-LXR het- 
erodimers (Willy and Man- 
gelsdorf), 289-298 
Lymphopoiesis, role in of Pax5 in early 
B-cell development (Nutt et al.}, 
476-491 


M 


M26, recombination hot spot chromatin 


remodeling (Mizuno et al.), 876— 
886 
member of a mammalian Poly- 
comb complex (Alkema et al.}, 
226-240 
Macrophage 23-kD stress protein, inhibi- 
tion of c-Abl (Wen and Van 
Etten), 2456-2467 
Macrophages, impaired function in NF- 
kB p50/p52-deficient mice 
(Franzoso et al.), 3482-3496 
MAGuKs. See Membrane-associated 
guanylate kinases 
Maize, role of LG1 in ligule and auricle 
induction (Moreno et al.}, 616- 
628 
Mammary gland, role of Stat5a in devel- 
opment (Liu et al.), 179-188 
Mammopoeisis, role of Stat5a signaling 
(Liu et al.), 179-188 
MAP kinase. See Mitogen-activated pro- 
tein kinase 
MAP kinase pathway. See Mitogen-acti- 
vated protein kinase pathway 
MAPK pathway. See Mitogen-activated 
protein kinase pathway 
Mating type interconversion, role of a2p 
in yeast (Szeto et al.), 1899- 
1911 
Maturase, activity in a bacterial group II 
intron (Matsuura et al.), 2910- 
292.4 
Max, novel Myc antagonist (Hurlin et 
al.), 44-58 
mCAT-1. See Murine cationic amino 
acid transporter 1 
MCM proteins 
Mcm1 activation of M/G,-specific 
transcription (McInerny et al.), 
1277-1288 
persistent binding to chromatin in 
cdc6 mutants (Liang and Still- 
man), 3375-3386 
regulation of Mcm2 by Cdc7-Dbf4 
during DNA replication (Lei et 
al.), 3365-3374 
Mcs4, control of stress-activated MAP 
kinase pathway (Shieh et al.}, 
1008-1022 
MDM2 
mechanism of transcriptional inhibi- 
tion (Thut et al.), 1974-1986 
role in uncoupling S phase from mito- 
sis (Lundgren et al.), 714-725 
mdx, effects of double mutation with 
FGF-6 in mice (Floss et al.), 
2040-2051 
MecA, interaction with ClpC in B. sub- 
tilis (Turgay et al.), 119-128 
Medial ring, function during cytokinesis 
in fission yeast (Gould and Si- 
manis), 2939-2951 Review 
Meiosis 
chromatin remodeling in the ade6- 
M26 recombination hot spot 
(Mizuno et al.), 876-886 





chromosome behavior (Roeder), 2600- 
2621 Review 
regulatory surveillance of recombina- 
tion (Xu et al.}, 106-118 
role of 
LIG4 in double-strand break repair 
(Schar et al.), 1912-1924 
mre11s in nonhomologous synapsis 
(Nairz and Klein), 2272-2290 
S. cerevisiae Mlh1 in crossing-over 
(Hunter and Borts), 1573-1582 
Tam1 in chromosome synapsis and 
crossover interference (Chua 
and Roeder), 1786-1800 
MEK1/MRE4, alleviation of prophase ar- 
rest by mutations (Xu et al.}, 
106-118 
MEL-11, role in C. elegans morphogen- 
esis (Wissman et al.), 409-422 
Mel18, as member of a mammalian Poly- 
comb complex {Alkema et al.}, 
226-240 
Melanocortin, regulation of receptors by 
ART (Shutter et al.), 593-602 
Melanoma, cooperative roles of INK4a 
and ras in susceptibility (Chin 
et al.), 2822-2834 
Membrane-associated guanylate kinases, 
role of Dlg in 
Drosophila oogenesis (Goode and Per- 
rimon), 2532-2544 
organization of a functional junctional 
complex (Hough et l.), 
3242-3253 
Membrane trafficking, role of Rho GT- 
Pases (Van Aelst and D’Souzy- 
Schorey), 2295-2322 Review 
MEN2. See Multiple endocrine neoplasia 
type 2 
Meningitis, fungal, regulation of Crypto- 
coccus neoformans virulence 
(Alspaugh et al.), 3206-3217 
Menkes disease, mouse model (Bedell et 
al.), 11-43 Review 
Mesenchyme, role of Fkhé in gastroin- 
testinal development (Kaestner 
et al.), 1583-1595 
Mesoderm 
inhibition of differentiation by Stral3 
(Boudjelal et al.), 2052-2065 
paraxial, role of MFH1 in mouse pat- 
terning (Winnier et al.), 926- 
940 
role of 
cdk5 in muscle development (Phil- 
pott et al.), 1409-1421 
LCR-F1 in formation (Farmer et al.}, 
786-798 
Vein in tendon formation (Yarnitzky 
et al.), 2691-2700 
Mesp2, role in segmentation initiation 
(Saga et al.), 1827-1839 
Messenger RNA, role of 
AU-rich elements in degradation (Fan 
et al.), 2557-2568 
Hrp1 in 3'-end formation (Kessler et 


al.), 2545-2556 
Met receptor, role in sensory nerve de- 
velopment (Maina et al.), 3341- 
3350 
Metabolism, purine, disorders in mice 
(Bedell et al.), 11-43 Review 
Methylation 
inhibition of transcriptional elonga- 
tion (Rountree and _ Selker}, 
2383-2395 
role in nucleolar dominance (Chen and 
Pikaard), 2124-2136 
Mice, transgenic 
early embryonic lethality from Mnt 
overexpression (Hurlin et al.}, 
44-58 
expression of 
dominant-negative RXRa (Feng et 
al.), 59-71 
Tpl-2 (Ceci et al.), 688-700 
Microtubules 
role in cytokinesis in fission yeast 
(Gould and Simanis), 2939-2951 
Review 


role of Egl-BicD complex in mainte- 


nance of polarized network 
(Mach and Lehmann), 423-435 
Midline, role of Sim PAS domain in 
specificity (Zelzer et al.), 2079- 
2089 
Mif2p, interaction with the yeast centro- 
mere (Meluh and Koshland), 
3401-3412 
Mik1, role in fission yeast DNA damage 
checkpoint (Rhind et al.), 504— 
511 
Mismatch repair 
during meiosis (Roeder), 2600-2621 
Review 
limiting MutL levels during stationary 
phase mutation (Harris et al.}, 
2426-2437 
proteins, role of S. cerevisiae Mlh1 in 
crossing-over during meiosis 
(Hunter and Borts), 1573-1582 
Mitochondria, Mtflp regions important 
for interaction with RNA poly- 
merase (Cliften et al.), 
2897-2909 
Mitogen-activated protein kinase 
pathway 
activation by Tpl-2 (Ceci et al.), 688- 
700 
control of stress-activated pathway 
by Mcs4 (Shieh et al.), 1008- 
1022 
role of Jun in Drosophila develop- 
ment (Kockel et al.), 1748-1758 
phosphorylation of LSF in response to 
mitogenic stimulation (Volker 
et al.), 1435-1446 
regulation of FUS3 by PTP2 and PTP3 
(Zhan et al.), 1690-1702 
Mitogens, phosphorylation of LSF in re- 
sponse to stimulation (Volker et 
al.), 1435-1446 


Mitosis 
coordination with cytokinesis in fis- 
sion yeast (Gould and Simanis), 
2939-2951 Review 
defective chromosome condensation 
in prod mutant flies (Térék et 
al.), 213-225 
DNA damage checkpoint in fission 
yeast (Rhind et al.), 504-511 
role of 
Spglp in S. pombe cytokinesis 
(Schmidt et al.), 1519-1534 
spoOJ in bacterial chromosome par- 
titioning (Glaser et al.), 1160- 
1168; Erratum, 2291 
Stn1 in telomere metabolism during 
late S phase (Grandin et al.), 
512-527 
Mix.1, activation of Xenopus Brachyury 
(Latinkic et al.), 3265-3276 
Milh1, role in crossing-over during meio- 
sis (Hunter and Borts), 1573- 
1582 
Mnt, novel Max-binding Myc antagonist 
(Hurlin et al.), 44-58 
Moloney murine leukemia virus, gene 
disruption of receptor in mice 
(Perkins et al.), 914-925 
Molten globule, stabilization of SKN-1 
structure upon DNA binding 
(Carroll et al.), 2227-2238 
Morphogenesis 
looping, role of Nkx2-5 in heart devel- 
opment (Biben and Harvey), 
1357-1369 
pancreatic, defects in BETA2/Neu- 
roD-deficient mice (Naya et al.), 
2322-2334 
role of Wnt proteins (Cadigan and 
Nusse}, 3286-3305 Review 
ventral, role of GATA4 (Kuo et al.), 
1048-1060; (Molkentin et al.), 
1061-1072 
Morphogenetic furrow, role of Hedgehog 
in Drosophila (Dominguez and 
Hafen), 3254-3264 
Mouse 
effects of H19/Igf2rdouble mutation 
(Eggenschwiler et al.}, 3128- 
3142 
model of melanoma (Chin et al.), 
2822-2834 
role of Wnt signaling in development 
(Cadigan and Nusse}), 3286- 
3305 Review 
strain development, models of human 
disease (Bedell et al.), 1-10 Re- 
view 
Mph-1, as member of a mammalian 
Polycomb complex (Alkema et 
al.), 226-240 
MRE11, role in double-strand-break pro- 
cessing (Nairz and Klein), 2272- 
2290 
MSGS, regulation of FUS3 (Zhan et al.}, 
1690-1702 
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MSP23. See Macrophage 23-kD stress 
protein 
Mtflp, regions important for interaction 
with RNA polymerase (Cliften 
et al.}, 2897-2909 
MTS1, role in melanoma susceptibility 
(Chin et al.), 2822-2834 
Mu. See Phage Mu 
Multiple endocrine neoplasia type 2, 
mouse models (Bedell et al.), 
11-43 Review 
Murine cationic amino acid transporter 
1, anemia and perinatal death 
caused by gene disruption (Per- 
kins et al.), 914-925 
Muscle 
defects in plectin-deficient mice (An- 
dra et al.), 3143-3156 
role of Vein in tendon formation (Yar- 
nitzky et al.), 2691-2700 
slow, notochord induction by ze- 
brafish Shh (Blagden et al.), 
2163-2175 
Muscle cells, expression of C. elegans 
Ga, (Korswagen et al.), 1493- 
1503 
Mutagenesis, in mice (Bedell et al.}, 1-10 
Review 
MutL 
homologs, role of S. cerevisiae Mlhl 
in crossing-over during meio- 
sis (Hunter and Borts), 1573- 
1582 


limiting levels during stationary phase 
mutation (Harris et al.), 2426- 
2437 


Myc 
induction of 
c-myc transcription by v-Abl (Zou et 
al.), 654-662 
keratinocyte differentiation (Ganda- 
rillas and Watt), 2869-2882 
novel Max-binding antagonist Mnt 
(Hurlin et al.), 44-58 
Myf5, activation of chromatin-repressed 
genes (Gerber et al.), 436-450 
Myoblasts, notochord induction of ze- 
brafish slow muscle by Shh 
(Blagden et al.), 2163-2175 
MyoD 
activation of genes in repressive chro- 
matin (Gerber et al.}, 436-450 
reduced expression in FGF-6-deficient 
mice (Floss et al.), 2040-2051 
Myogenesis 
activation of chromatin-repressed 
genes by MyoD [Gerber et al.}, 
436-450 
role of 
BMPs in heart (Schultheiss et al.), 
451-462 
cdk5 in muscle development (Phil- 
pott et al.), 1409-1421 
Myogenin 
reduced expression in FGF-6-deficient 
mice (Floss et al.), 2040-2051 
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remodeling of chromatin at locus by 
MyoD (Gerber et al.), 436-450 


N 


N protein, role in bacteriophage \ trans- 
lational repression (Wilson et 
al.), 2204-2213 
N-Ras, partial overlap with K-Ras in 
mouse embryogenesis (Johnson 
et al.), 2468-2481; Erratum 3277 
NAT1. See Novel APOBEC-1 target 1 
NdclOp, interaction with the yeast cen- 
tromere (Meluh and Koshland), 
3401-3412 
Nerve growth factor 
mediation of signaling by post-transla- 
tion inhibition of HES-1(Strém 
et al.), 3168-3181 
role in axonal growth and sensory 
nerve development (Maina et 
al.), 3341-3350 
Nervous system 
central 
induction of cash4 (Henrique et al.), 
603-615 
mechanisms of axon’ guidance 
(Varela-Echavarria and Guth- 
rie), 545-557 Review 
peripheral 
defects in COUP-TFI-deficient mice 
(Qiu et al.), 1925-1937 
mechanisms of axon guidance 
(Varela-Echavarria and Guth- 
rie), 545-557 Review 
Nestin, decreased expression in ski-defi- 
cient mice (Berk et al.), 2029- 
2039 
Netrin receptors, role in axon guidance 
(Varela-Echavarria and Guth- 
rie), 545-557 Review 
Netrins, role in axon guidance (Varela- 
Echavarria and Guthrie}, 
545-557 Review 
Neural crest, disorders in mice (Bedell et 
al.), 11-43 Review 
Neural tube, developmental defects in 
ski-deficient mice (Berk et al.), 
2029-2039 
Neuregulin, role of homolog Vein in ten- 
don formation (Yarnitzky et al.), 
2691-2700 
Neuroblast lineage, role of Klumpfuss in 
Drosophila neural cell identity 
(Yang et al.}, 1396-1408 
NeuroD, effects of gene disruption in 
mice (Naya et al.), 2322-2334 
Neurofibromatosis 
regulation of cyclin/cdk complexes by 
cooperating oncogenes (Lloyd et 
al.|, 663-677 
type II, role of Nf2 in mouse develop- 
ment (McClatchey et al.), 1253- 
1265 
Neurogenesis, induction of cash4 (Hen- 
rique et al.), 603-615 


Neurons 
mechanisms of axon guidance (Varela- 
Echavarria and Guthrie), 545- 
557 Review 
role of 
C. elegans Ga, in degeneration (Kor- 
swagen et al.), 1493-1503 
HGF and NGF in growth and sur- 
vival (Maina et al.}, 3341-3350 
Neurospora crassa, inhibition of tran- 
scriptional elongation by DNA 
methylation (Rountree and 
Selker), 2383-2395 
Neurulation, defects in ski-deficient 
mice (Berk et al.), 2029-2039 
Nf2, role in mouse development (Mc- 
Clatchey et al.), 1253-1265 
NF-AT. See Nuclear factor of activated T 
cell 
NF-«B. See Nuclear factor-«B 
NGF. See Nerve growth factor 
NHRs. See Receptors, nuclear hormone 
Nitrogen fixation, role of Rhizobium 
meliloti Py protein (Arcondé- 
guy et al.), 1194-1206 
NK genes, role of Nkx2-5 in heart devel- 
opment (Biben and Harvey), 
1357-1369 
Nkx-2.5 
activation by BMPs in cardiogenesis 
(Schultheiss et al.), 451-462 
role in heart development (Biben and 
Harvey), 1357-1369 
NIpE, role E. coli stress response (Danese 
and Silhavy), 1183-1193; (Con- 
nolly et al.), 2012-2021 
NLS. See Nuclear localization sequence 
Noggin, inhibition of precardiac meso- 
derm differentiation (Schulthe- 
iss et al.), 451-462 
Nonprocessivity, of yeast telomerase 
(Prescott and Blackburn), 528- 
540 
Notch signaling 
negative regulation by C. elegans sel- 
10 (Hubbard et al.), 3182-3193 
regulation by Mesp2 in mice (Saga et 
al.), 1827-1839 
role of strawberry notch in wing mar- 
gin formation (Majumdar et al.) 
1341-1353 
Notochord, role of Xenopus quaking in 
development (Zorn and Krieg}, 
2176-2190 
Novel APOBEC-1 target 1, editing of 
mRNA caused by transgene ex- 
pression of APOBEC-1 (Ya- 
manaka et al.), 321-333 
Nuclear factor of activated T cell, 
mechanism of NF-ATc nuclear 
translocation (Beals et al.), 824— 
834 
Nuclear factor-xB 
activation by Rho proteins (Perona et 
al.), 463-47 
role in osteoclast and B cell develop- 





ment (Franzoso et al.), 3482-3496 
targeted disruption of IkB family mem- 
ber Bcl-3 in mice (Schwarz et 
al.), 187-197 
Nuclear hormone receptor. See Recep- 
tors, nuclear hormone 
Nuclear localization sequence, stress- 
regulated NLS in Drosophila 
HSF (Zandi et al.), 1299-1314 
Nuclear pore complex, role of Riplp in 
RNA export (Saavedra et al.), 
2845-2856; (Stutz et al.), 2857- 
2868 
Nucleases, RecBCD polarity switch 
regulation by x (Anderson and 
Kowalczykowski), 571-581 
Nucleolus 
conserved structural elements of box 
ACA snoRNAs (Ganot et al.), 
941-956 
epigenetic silencing of RNA Pol I tran- 
scription (Chen and Pikaard), 
2124-2136 
link to aging (Guarente), 2449-2455 
Perspective 
Nucleoporins, role in heat shock mRNA 
export (Saavedra et al.), 2845- 
2856 
Nucleosomes 
CAF-I and RLF2 in telomeric chroma- 
tin assembly (Enomoto et al.}, 
358-370 
role of the Ada and SAGA complexes 
in histone acetylation (Grant et 
al.), 1640-1650 
telomeric silencing in yeast lacking 
CAF-I (Kaufman et al.), 345-357 
NUMB, interaction with Eps15 (Salcini 
et al.}, 2239-2249 
Nun protein, inhibition of RNA poly- 
merase translocation (Hung and 
Gottesman), 2670-2678 
nut site, role in RNA-mediated switch in 
an antitermination complex (Su 
et al.), 2214-2226 


O 


obese mice, hypothalamic expression of 
ART (Shutter et al.), 593-602 
Obesity, ART expression in obese and 
diabetic mice (Shutter et al.), 
593-602 
Oct-1, DNA binding structure and role 
in development (Ryan and 
Rosenfeld), 1207-1225 Review 
Oct-6, role in 
development (Ryan and Rosenfeld), 
1207-1225 Review 
epidermal differentiation (Andersen et 
al.), 1873-1884 
OGA. See Oncogene-generated activity 
Oligodendrocytes, defects in precursor 
diffentiation in p27-deficient 
mice (Casaccia-Bonnefil et al.), 
2335-2346 


Oncogene-generated activity, in cell-free 
apoptosis (Fearnhead et al.}, 
1266-1276 

Oncogenes 

in cell-free apoptosis (Fearnhead et al.}, 
1266-1276 

regulation of cyclin/cdk complexes 
(Lloyd et al.), 663-677 

role of K-Ras in mouse embryogenesis 
(Johnson et al.), 2468-2481, Er- 
ratum 3277 

Oncogenesis 

caused by transgene expression of 
APOBEC-1 (Yamanaka et al.}, 
321-333 

Tpl-2-induced T-cell lymphomas in 
mice (Ceci et al.), 688-700 

Oocyte, role of Drosophila Egl-BicD 
complex in specification (Mach 
and Lehmann}, 423-435 

Oogenesis 

defects in prod mutant flies (T6r6k et 
al.), 213-225 
role of 
Discs large in Drosophila (Goode 
and Perrimon), 2532-2544 
Drosophila Eg|-BicD complex in oo- 
cyte specification (Mach and 
Lehmann), 423-435 
ORC. See Origin recognition complex 
Origin recognition complex 
initiation of DNA replication in vitro 
(Pasero et al.), 1504-1518 
persistent DNA replication initiation 
and chromatin-bound MCM 
proteins in cdc6 mutants (Liang 
and Stillman), 3375-3386 
oskar, translational repression by bruno 
(Webster et al.), 2510-2521 
Osteoclast 
rescue of function in src-—/- mice 
(Schwartzberg et al.), 2835-2844 
role of NF-«B in development (Fran- 
zoso et al.), 3482-3496 

Osteopetrosis, in NF-«B p50/p52-defi- 
cient mice (Franzoso et al.}, 
3482-3496 

Otx proteins, synergism with LIM do- 
main proteins (Bach et al.), 
1370-1380 

Ovaries, role for C/EBP£ in female repro- 
duction (Sterneck et al.), 2153- 
2162 

Ovulation, role for C/EBP® in female re- 
production (Sterneck et al.), 
2153-2162 


Ig 


P element 
DNA cleavage by transposase (Beall 
and Rio), 2137-2151 
regulation of IVS3 splicing by PSI (Ad- 
ams et al.), 129-138 
somatic inhibitor, regulation of IVS3 
splicing (Adams et al.), 129-138 


p15, effects of subcellular localization on 
function (Reynisdéttir and Mas- 
sague), 492-503 
pl6, cyclin E rescue of cell cycle arrest 
(Lukas et al.), 1479-1492 
P19 cells, induction of neuronal differen- 
tiation by Stral3 (Boudjelal et 
al.), 2052-2065 
p21 
inactivation by HPV-16 E7 (Funk et 
al.), 2090-2100; (Jones et al.), 
2101-2111 
increased expression in Brca2-defi- 
cient mice (Suzuki et al.), 1242- 
1252 
promotion of cdk4—cyclin D associa- 
tion (LaBaer et al.), 847-862 
role in 
gax overexpression (Smith et al.), 
1674-1689 
Raf-induced cell cycle arrest (Lloyd 
et al.), 663-677 
p27 
effects of subcellular localization on 
function (Reynisd6ttir and Mas- 
sague), 492-503 
promotion of cdk4—cyclin D associa- 
tion (LaBaer et al.), 847-862 
p27K! 
effects of gene disruption in mice (Ca- 
saccia-Bonnefil et al.), 2335- 
2346 
regulation by cyclin E-CDK2 (Sheaff 
et al.), 1464-1478 
p35, role of Xenopus homolog Xp35.1 
(Philpott et al.), 1409-1421 
p53 
absence of mutations in melanoma 
(Chin et al.}, 2822-2834 
activation by Ref-1 (Jayaraman et al.), 
558-570 
Brcal and Brca2 double mutant mice 
(Ludwig et al.), 1226-1241 
DNA damage induction of amino-ter- 
minus phosphorylation (Sili- 
ciano et al.), 3471-3481 
independent induction of apoptosis by 
E2F1 (Hsieh et al.), 1840-1852; 
(Phillips et al.), 1853-1863 
independent role for MDM2 (Lundgren 
et al.), 714-725 
mechanism of inhibition by MDM2 
(Thut et al.), 1974-1986 
regulation of cyclin/cdk complexes 
(Lloyd et al.), 663-677 
DT aa 
gene disruption in mice (Yan et al.}, 
973-983 
promotion of cdk4—cyclin D associa- 
tion (LaBaer et al.), 847-862 
, regulation by CDK phosphory- 
lation (Jallepalli et aal.), 
2767-2779 
p107, role in E2F regulation (Hurford et 
al.), 1447-1463 
p130, role in E2F regulation (Hurford et 


cdc18 


p65 
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al.), 1447-1463 
PAB II. See Poly(A)-binding protein II 
Pachytene arrest, alleviation by red1 and 
mek1/mre4 mutations (Xu et 
al.), 106-118 
Pag, inhibition of c-Abl (Wen and Van 
Etten), 2456-2467 
Pancreas 
defective morphogenesis in BETA2/ 
NeuroD-deficient mice (Naya 
et al.), 2322-2334 
role of PAX6 in development (Sander 
et al.), 1662-1673 
pangolin, role in Wnt signaling (Cadigan 
and Nusse), 3286-3305 Review 
Pannier, negative regulation by u-shaped 
product (Haenlin et al.), 3096- 
3108 
PAP. See Poly(A) polymerase 
PARP. See Poly(ADP-ribosyl) transferase 
PAS domain 
proteins, endothelial cell transcription 
factor EPAS1 (Tian et al.), 72-82 
target specificity (Zelzer et al.), 2079- 
2089 
Pathogenesis 
in Bcl-3-deficient mice (Schwarz et 
al.), 187-197 
host responses to Salmonella infection 
(Jones), 679-687 Review 
pathogen response to host (Sauch et 
al.), 1761-1774 Review 
regulation of Cryptococcus neofor- 
mans virulence (Alspaugh et 
al.), 3206-3217 
Patterning 
anteroposterior Dorsal gradient during 
Drosophila embryogenesis 
(Huang et al.), 1963-1973 
craniofacial, defects in ski-deficient 
mice (Berk et al.), 2029-2039 
defects in Drosophila mrr mutants 
(McNeill et al.), 1073-1082 
dorsoventral 
effect of Groucho on Dorsal (Dub- 
nicoff et al.), 2952-2957 
phosphorylation of Cactus PEST do- 
main by CKII (Liu et al.), 3413- 
3422 


regulation of siamois by B-catenin/ 
XTcf-3 (Brannon et al.), 2359- 
2370 
role of 


antagonistic signaling in Dictyos- 
telium axis formation (Gins- 
burg and Kimmel], 2112-2123 

cdk5 in muscle development (Phil- 
pott et al.), 1409-1421 

Hox genes in the vertebrate hind- 
brain (Maconochie et al.), 1885- 
1895 

MFH1 in mouse development (Win- 
nier et al.), 926-940 

Pax2, role of homolog sparkling in Dro- 

sophila eye development (Fu 
and Noll), 2066-2078 
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Pax5, role in early B-cell development 
(Nutt et al.), 476-491 
Pax-6, regulation of Drosophila rhodop- 
sin gene (Sheng et al.), 1122- 
1131 
PAX6, role in the pancreas (Sander et al.}, 
1662-1673 
PCNA. See Proliferating cell nuclear an- 
tigen 
PDZ domain proteins, role of Discs large 
in Drosophila oogenesis (Goode 
and Perrimon), 2532-2544 
PDZ1-3 domain, role in Dlg function 
(Hough et al.), 3242-3253 
Periplasm 
control of protein-folding enzyme 
synthesis by E. coli o® and Cpx 
(Danese and Silhavy), 1183- 
1193 
regulation of E. coli stress response 
(Pogliano et al.), 1169-1182 
Peroxisome proliferator-activated recep- 
tor y 
induction of cell cycle withdrawal (Al- 
tiok et al.), 1987-1998 
specificity in transcriptional repres- 
sion (Zamir et al.}, 835-846 
PEST domain, phosphorylation by CKII 
in Cactus (Liu et al.), 3413-3422 
Petunia, role of AN11 in flower pigmen- 
tation (de Vetten et al.), 1422- 
1434 
PH domain proteins, role in signal trans- 
duction (Van Aelst and 
D’Souzy-Schorey), 2295-2322 
Review 
Phage HKO022, inhibition of RNAP trans- 
location by Nun protein in E. 
coli (Hung and Gottesman}, 
2670-2678 
Phage Mu, competition for transposase 
by ClpX and MuB (Levchenko et 
al.), 1561-1572 
Phagocytosis, host responses to Salmo- 
nella infection (Jones), 679-687 
Review 
Phantom ligand effect, allosteric effects 
on RAR from ligand binding to 
RXR (Schulman et al.), 299-308 
Pheromone response 
pathway, regulation of FUS3 by PTP2 
and PTP3 (Zhan et al.), 
1690-1702 
phosphorylation- and ubiquitin-depen- 
dent Farlp degradation (Hen- 
choz et al.), 3046-3060 
Phosphatases 
calcineurin regulation of yeast gene 
expression (Stathopoulos and 
Cyert), 3432-3444, (Matheos et 
al.), 3445-3458 
regulation of 
E2F/DP activity by PP2A (Altiok et 
al.), 1987-1998 
FUS3 (Zhan et al.), 1690-1702 
role of MEL-11 in C. elegans morpho- 


genesis 
409-422 
Phosphoinositide 3-kinase, signaling and 
apoptosis (Kennedy et al.), 701- 
713 
Phosphorelay, role of KipI in B. subtilis 
(Wang et al.), 2569-2579 
Phosphorylation 
CKII regulation of TFIIIB through TBP 
(Ghavidel and Schultz), 2780- 
2789 
control of Antennapedia activity in 
vivo (Jaffe et al.), 1327-1340 
cyclin E rescue of cell cycle arrest 
(Lukas et al.), 1479-1492 
novel histidine kinase inhibitor in B. 
subtilis (Wang et al.), 2569- 
2579 
nuclear hormone receptor blockage of 
JNK pathway (Caelles et all.}, 
3351-3364 


(Wissman et _al.), 


ASF/SF2 RS domain (Xiao and Man- 
ley), 334-344 
CDK in regulation of p65°°?* (Jalle- 
palli et al.), 2767-2779 
LSF in response to mitogenic stimu- 
lation (Volker et al.), 1435-1446 
p53 amino-terminus induced by 
DNA damage (Siliciano et al.), 
3471-3481 
Rb family proteins in response to v- 
Abl signaling (Zou et al.), 654— 
662 
Smad1 by BMP kinase (Kretzschmar 
et al.), 984-995 
Swi6 in response to DNA damage 
(Sidorova and Breeden), 
3032-3045 
regulation of 
cyclin D1 degradation (Diehl et al.), 
957-972 
p27“?! by cyclin E-CDK2 (Sheaff et 
al.), 1464-1478 
role in 
binding of 5’ capping enzymes to 
RNA Pol II CTD (McCracken et 
al.), 3306-3318; (Cho et al.}, 
3319-3326 
Farlp degradation (Henchoz et al.), 
3046-3060 
fission yeast DNA damage check- 
point (Rhind et al.), 504-511 
NF-ATc nuclear localization (Beals 
et al.), 824-834 
plant defense responses (Yang et al.}, 
1621-1639 Review 
role of CAK in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Cujec et al.), 2645-2657 
Photomorphogenesis, role of HY5 in hy- 
pocotyl development (Oyama et 
al.), 2983-2995 
Photoreceptor cells 
positive regulation of Ras signaling by 
14-3-3e (Chang and Rubin), 





1132-1139 
regulation of Drosophila rhodopsin 
gene by Pax-6 (Sheng et al.), 
1122-1131 
role of 
14-3-3x in Raf signaling (Kockel et 
al.), 1140-1147 
transcription factors in Drosophila 
eye development (Kumar and 
Moses), 2023-2028 Minireview 
Phox1, promotion of SRF interaction by 
TFII-I (Grueneberg et al.), 2428- 
2493 
phyllopod, role in Drosophila eye devel- 
opment (Kumar and Moses}, 
2023-2028 Minireview 
PI 3-kinase. See Phosphoinositide 3-ki- 
nase 
Pianissimo, role in adenylyl cyclase acti- 
vation (Chen et al.), 3218-3231 
Pigment cells, role of sparkling in Dro- 
sophila development (Fu and 
Noll}, 2066-2078 
Pit-1 
DNA-binding structure and role in de- 
velopment (Ryan and Rosen- 
feld), 1207-1225 Review 
POU domain homodimer structure (Ja- 
cobson et al.), 198-212 
PITALRE, role in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Zhu et al.j, 2622-2632; 
(Mancebo et al.}), 2633-2644 
PKB. See Protein kinase B 
Plants 
role of cell-cell interactions in devel- 
opment (Hake and Char), 1087- 
1097 Review 
signaling in defense responses (Yang et 
al.), 1621-1639 Review 
Plasmadesmata, role in plant develop- 
ment (Hake and Char}, 
1087-1097 Review 
Plectin, effects of gene disruption in 
mice (Andra et al.), 3143-3156 
pointed, role in Drosophila eye develop- 
ment (Kumar and Moses), 2023- 
2028 Minireview 
Polarity, definition of dorsal-ventral eye 
border by mirror in Drosophila 
(McNeill et al.), 1073-1082 
Poly(A)-binding protein II, role in mRNA 
processing (Colgan and Man- 
ley), 2755-2766 Review 
Poly(A) polymerase, role in mRNA pro- 
cessing (Colgan and Manley), 
2755-2766 Review; (Gunderson 
et al.), 761-773 
Poly(ADP-ribosyl) transferase, effects of 
gene disruption in mice (Wang 
et al.), 2347-2358 
Polyadenylation 
characterization of the CPSF 30-kD 
subunit (Barabino et al.), 1703- 
1716 
mechanism and regulation (Colgan 


and Manley), 2755-2766 Re- 
view 
molecular link between transcription 
and RNA processing (Neuge- 
bauer and Roth), 3279-3285 Per- 
spective 
role of 
Hrpl in mRNA 3’-end formation 
(Kessler et al.), 2545-2556 
poly(A) polymerase (Gunderson et 
al.), 761-773 
Polycomb group genes, role of Bmi-i in 
mammals (Alkema et al.), 226- 
240 
Polydactyly, in mice (Bedell et al.}, 11-43 
Review 
polyhomeotic, similarity of mammalian 
Mph-1 (Alkema et al.), 226-240 
Polyploidy, regulation by S. pombe Pop] 
(Kominami and Toda), 1548- 
1560 
porcupine, role in Wnt secretion (Cadi- 
gan and Nusse}), 3286-3305 Re- 
view 
Positive transcriptional elongation fac- 
tor b, role in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Zhu et al.j, 2622-2632; 
(Mancebo et al.), 2633-2644 
POU domain 
proteins 
roles in development (Ryan and 
Rosenfeld), 1207-1225 Review 
role of Skn-la/i and Tst-1/Oct-6/ 
SCIP in epidermal differentia- 
tion (Andersen et al.), 1873- 
1884 
structure of the Pit-1 homodimer (Ja- 
cobson et al.), 198-212 
PP2A. See Protein phosphatase 2A 
PPARy. See Peroxisome proliferator-ac- 
tivated receptor y 
Pre-messenger RNA 
human second-step splicing factor 
hPrp18 (Horowitz and Krainer}, 
139-151 
processing 
association of UAP56 with U2AF® 
(Fleckner et al.), 1864-1872 
molecular link with transcription 
(Neugebauer and Roth), 3279- 
3285 Perspective 
splicing factors at sites of transcrip- 
tion (Neugebauer and Roth}, 
1148-1159 
regulation of P-element IVS3 splicing 
by PSI (Adams et al.), 129-138 
role of poly(A) polymerase in splicing 
and polyadenylation (Gunder- 
son et al.), 761-773 
Pre-mRNA. See Pre-messenger RNA 
prod. See proliferation disrupter 
Prolactin receptor, targeted disruption 
in mice (Ormandy et al.), 167- 
178 
Proliferating cell nuclear antigen, inacti- 


vation of p21 by HPV-16 E7 
(Funk et al.), 2090-2100 
Proliferation, See also Cell proliferation 
gastrointestinal, role of Fkhé (Kaestner 
et al.), 1583-1595 
proliferation disrupter, role in chromo- 
some condensation in Dro- 
sophila |T6r6k et al.), 213-225 
prospero, role in Drosophila eye develop- 
ment (Kumar and Moses), 2023- 
2028 Minireview 
Proteases, role in protein quality control 
(Gottesman et al.), 815-823 Re- 
view 
Proteasome, regulation of 
cyclin D1 degradation (Diehl et al.), 
957-972 
ubiquitin pathway by S. pombe Popl 
(Kominami and Toda), 1548- 
1560 
Protein 
folding 
regulation of E. coli stress response 
by Cpx (Pogliano et al.), 1169- 
1182 
regulation by o* and Cpx (Danese 
and Silhavy), 1183-1193 
stability, roughex regulation of cyclin 
A in G, (Thomas et al.}, 1289- 
1298 
structure, crystallographic analysis of 
the Pit-l1 POU domain ho- 
modimer (Jacobson et al.), 198- 
212 


E 


Protein kinase A, induction of wingless 
in Drosophila embryos (Ohlm- 
eyer and Kalderon), 2250-2258 
Protein kinase B, inhibition of apoptosis 
(Kennedy et al.), 701-713 
Protein kinases 
activation of Tpl-2 by carboxy-termi- 
nal truncation (Ceci et al.), 688- 
700 
alleviation of prophase arrest by 
MEK1/MRE4 mutations (Xu et 
al.), 106-118 
Protein phosphatase 2A, regulation of 
E2F/DP activity (Altiok et al.}, 
1987-1998 
Protein—protein interactions 
EH domain binding specificity (Salcini 
et al.), 2239-2249 
interaction of L-ZIP with HCF 
(Freiman and Herr), 3122-3127 
Proteolysis 
chaperone activities of proteases (Gottes- 
man et al.), 815-823 Review 
phosphorylation of Cactus PEST do- 
main by CKII (Liu et al.}, 3413- 
3422 
role in CD30-dependent degradation of 
TRAF2 (Duckett and Thomp- 
son}, 2810-2821 
Proto-oncogenes 
activation of Tpl-2 (Ceci et al.), 688- 
700 
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developmental defects in ski-deficient 

mice (Berk et al.), 2029-2039 

Prp18, role of human homolog as second- 
step splicing factor (Horowitz 
and Krainer), 139-151 

PSI. See P-element somatic inhibitor 

P-TEFb. See Positive transcriptional 
elongation factor b 

PTP2, regulation of FUS3 (Zhan et al.), 
1690-1702 

PTP3, regulation of FUS3 (Zhan et al.), 
1690-1702 


Q 


quaking, role in Xenopus notochord de- 
velopment (Zorn and Krieg), 
2176-2190 


R 


R genes, role in plant disease resistance 
(Yang et al.), 1621-1639 Review 

R loop, processing by RNase MRP in mi- 
tochondria (Lee and Clayton), 
582-592 

RAB, interaction with Eps15 (Salcini et 
al.), 2239-2249 

Rac, role in cytoskeleton organization 
(Van Aelst and D’Souzy-Scho- 
rey), 2295-2322 Review 

Rac-1, activation of NF-«B (Perona et al.}, 
463-475 


RAD5O, role in double-strand-break pro- 
cessing (Nairz and Klein), 2272- 
2290 


Rad51 
effects of Rad55-Rad57 complex on 
function (Sung), 1111-1121 
preference for GT-rich DNA (Tracy et 
al.), 3423-3431 
Rad53, effects on Swi6 and cyclins in re- 
sponse to DNA _ damage 
(Sidorova and Breeden), 3032- 
3045 
Rad55, role of complex with Rad57 in 
recombination (Sung), illl- 
1121 
Rad57, role of complex with Rad55 in 
recombination (Sung), 1111- 
1121 
Radiation, DNA damage checkpoint in 
fission yeast (Rhind et al.}, 504— 
511 
Rae-28, identity with Mph-1 (Alkema et 
al.), 226-240 
Raf 
regulation of cyclin/cdk complexes 
(Lloyd et al.), 663-677 
role in induction of c-myc transcrip- 
tion by v-Abl (Zou et al.}, 654— 
662 
signaling, role of 14-3-3x in Dro- 
sophila (Kockel et al.), 1140- 
1147 
RAP1 
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interaction with Rif2p in yeast (Wot- 
ton and Shore}, 748-760 
lack of spreading upon SIR3 overex- 
pression (Strahl-Bolsinger et al.), 
83-93 
Rap! localization factor 2, role in telo- 
meric chromatin assembly 
(Enomoto et al.), 358-370 
RAR. See Retinoic acid receptor 
Ras 
inhibition of let-60 by gap-1 (Hajnal et 
al.), 2715-2728 
requirement for Sos] in EGFR signal- 
ing (Wang et al.}, 309-320 
role in 
induction of c-myc transcription by 
v-Abl (Zou et al.), 654-662 
melanoma susceptibility (Chin et 
al.}, 2822-2834 
role of K-Ras in mouse embryogenesis 
(Johnson et al.), 2468-2481; Er- 
ratum 3277 
signaling, positive regulation by 14-3- 
3e (Chang and Rubin), 1132- 
1139 
Rb family 
hyperphosphorylation in response to 
v-Abl signaling (Zou et al.), 654— 
662 
inhibition of apoptosis by E2F1 (Hsieh 
et al.), 1840-1852 
pRb-independent rescue of cell cycle 
arrest by cyclin E (Lukas et al.}, 
1479-1492 
roles of pRB, pl107, and pl30 in E2F 
regulation (Hurford et al.), 
1447-1463 
real, regulation of cyclin A in Dro- 
sophila eye development (Dong 
et al.), 94-105 
RDN1, transcriptional silencing of Tyl 
(Bryk et al.), 255-269 
rDNA. See DNA, ribosomal 
RecA, role of homologous proteins 
Rad55 and Rad57 in recombina- 
tion (Sung), 1111-1121 
RecBCD, nuclease polarity switch regu- 
lation by x (Anderson and Kow- 
alezykowski), 571-581 
Receptor tyrosine kinase. See Tyrosine 
kinase, receptor 
Receptor, chemoattractant, role of Pia- 
nissimo in Dictyostelium 
(Chen et al.), 3218-3231 
Receptors, 
bone morphogenetic protein, distinct 
functions of type I BMPRs in 
limb development (Zou et al.), 
2191-2203 
melanocortin, regulation by ART 
(Shutter et al.), 593-602 
nuclear hormone 
allosteric control of transcription by 
ligand binding to RXR (Schul- 
man et al.), 299-308 
effects of stoichiometry and steric 


principles (Zamir et al.), 835- 
846 
enhancement of _ activity by 
TAF,,135 (Mengus et al.}, 1381- 
1395 
epidermal signaling via RAR-RXR 
dimers (Feng et al.), 59-71 
inhibition of JNK pathway (Caelles 
et al.), 3351-3364 
transactivation by RXR-LXR het- 
erodimers (Willy and Man- 
gelsdorf), 289-298 
orphan, effects of stoichiometry and 
steric principles (Zamir et al.), 
835-846 
Recombination 
chromatin remodeling in the ade6- 
M26 recombination hot spot 
(Mizuno et al.), 876-886 
chromosome behavior during meiosis 
(Roeder), 2600-2621 Review 
decatenation of products by topo IV in 
E. coli (Zechiedrich et al.), 
2580-2592 
distortion of viral DNA ends during 
HIV-1 integration (Scottoline et 
al.), 371-382 
mechanism of Flp active site exclusion 
(Lee et al.), 3061-3071 
monitoring of the interhomolog com- 
plex during meiosis (Xu et al.}, 
106-118 
in PARP-deficient mice (Wang et al.), 
2347-2358 
Rad51 preference for GT-rich DNA 
(Tracy et al.), 3423-3431 
RecBCD polarity switch regulation by 
x (Anderson and _  Kowal- 
czykowski), 571-581 
reduction of V-D-] joining in Pax5-de- 
ficient mice (Nutt et al.), 476- 
49] 
role of 
HPR1 (Chavez and Aguilera), 3459- 
3470 
mreiis in nonhomologous synapsis 
(Nairz and Klein), 2272-2290 
Rad55-Rad57 complex in yeast 
(Sung), 1111-112] 
Tam1 in chromosome synapsis and 
crossover interference (Chua 
and Roeder), 1786-1800 
site-specific, silencing of Flp trimers 
by tetramers during Holliday 
junction resolution (Lee and Ja- 
yaram), 2438-2447 
RED1, alleviation of prophase arrest by 
mutations (Xu et al.}, 106-118 
Ref-1, activation of p53 (Jayaraman et 
al.), 558-570 
Regeneration, skeletal muscle, role of 
FGF-6 (Floss et al.), 2040-2051 
Repeat-induced point mutations, in 
Neurospora crassa (Rountree 
and Selker), 2383-2395 
Replication. See also DNA replication 





foci, ORC-dependent DNA replication 
initiation in vitro (Pasero et al.}, 
1504-1518 
mitochondrial R-loop processing by 
RNase MRP (Lee and Clayton}, 
582-592 
Repression, translational, mRNA editing 
of NATI1 caused by transgene 
expression of APOBEC-1 (Ya- 
manaka et al.), 321-333 
Reproduction 
defects in mice lacking the prolactin 
receptor (Ormandy et al.), 167- 
178 
role for C/EBPB in females (Sterneck 
et al.), 2153-2162 
Retina, degenerative disorders in mice 
(Bedell et al.), 11-43 Review 
Retinoblastoma family. See also Rb fam- 
ily 
targeting of HBP1 (Tevosian et al.), 
383-396 
Retinoic acid 
enhancement of receptor activity by 
TAF,,135 (Mengus et al.), 1381- 
1395 
inducible gene Stral3 (Boudjelal et al.), 
2052-2065 
Retinoic acid receptor 
allosteric effects on RAR from ligand 
binding to RXR (Schulman et 
al.), 299-308 
epidermal retinoid signaling via RAR- 
RXR dimers (Feng et al.), 59-71 
Retinoid receptors 
allosteric control of transcription from 
ligand binding to RXR (Schul- 
man et al.}, 299-308 
epidermal signaling via RAR-RXR 
dimers (Feng et al.}, 59-71 
transactivation by RXR-LXR het- 
erodimers (Willy and Man- 
gelsdorf), 289-298 
Retinoid X receptor 
allosteric control of transcription by li- 
gand binding to RXR (Schulman 
et al.), 299-308 
epidermal retinoid signaling via RAR- 
RXR dimers (Feng et al.), 59-71 
transactivation by RXR-LXR_het- 
erodimers (Willy and Man- 
gelsdorf), 289-298 
Retrotransposons. See Transposons 
Retroviruses 
distortion of viral DNA ends during 
HIV-1 integration (Scottoline et 
al.), 371-382 
ecotropic, gene disruption of receptor 
in mice (Perkins et al.), 914-925 
Rev, role of Riplp in RNA export (Saave- 
dra et al.), 2845-2856; (Stutz et 
al.), 2857-2868 
Reverse transcriptase 
activity in a bacterial group II intron 
(Matsuura et al.), 2910-2924 
in human telomerase (Harrington et 


al.), 3109-3115 

Reverse transcription, generation of 
primer by cleavage of Tfl 
mRNA (Lin and Levin), 270-285 

RHD3. See ROOT HAIR DEFECTIVE3 

Rhizobium meliloti, symbiotic role of Py 
protein (Arcondéguy et al.), 
1194-1206 

Rho 

activation of NF-«B (Perona et al.), 
463-475 
GTPases and signaling networks (Van 

Aelst and D/’Souzy-Schorey)}, 
2295-2322 Review 

rhodopsin, regulation by Pax-6 (Sheng et 
al.), 1122-1131 

Rhombomeres, regulation of Hoxb2 by 
Hoxb1 (Maconochie et l.), 
1885-1895 

Ribonuclease MRP, mitochondrial R- 
loop processing (Lee and Clay- 
ton), 582-592 

Ribonuclease P, role of Rpp1 subunit in 
RNA processing (Stole and Alt- 
man), 2414-2425. see Erratum 
2926-2937 

Ribonuclease III, role in alternative 3’- 
end processing of U5 snRNA 
(Chanfreau et al.), 2741-2751 

Ribosomal DNA, epigenetic silencing of 


RNA Pol I transcription (Chen 
and Pikaard), 2124-2136 
Ribosomal RNA 


genes, epigenetic silencing of RNA Pol 
I transcription (Chen and Pi- 
kaard), 2124-2136 
role of Rppl subunit in 35S precursor 
processing (Stole and Altman}, 
2414-2425; see Erratum 2926- 
2937 
stimulation of Pol I transcription by 
SV40 large T antigen (Zhai et 
al.), 1605-1617 
Ribosome scanning, role of GTP hydro- 
lysis in AUG selection (Huang 
et al.), 2396-2413 
Ribozyme, activity of a bacterial group II 
intron (Matsuura et al.), 2910- 
2924 
RING finger proteins 
Bmi-1 as member of a mammalian 
Polycomb complex (Alkema et 
al.), 226-240 
CD30-dependent degradation of 
TRAF2 (Duckett and Thomp- 
son), 2810-2821 
RIP. See Repeat-induced point muta- 
tions 
Riplp, role in heat shock mRNA export 
(Saavedra et al.), 2845-2856; 
(Stutz et al.), 2857-2868 
RLF2. See Rap1 localization factor 2 
RNA 7-methyltransferase, binding to Pol 
II CTD (McCracken et al.), 
3306-3318 
RNA degradation, role of AU-rich ele- 


ments (Fan et al.), 2557-2568 
RNA editing, of NAT1 caused by trans- 
gene expression of APOBEC-1 
(Yamanaka et al.), 321-333 
RNA export 
factors involved for heat shock mRNAs 
(Saavedra et al.), 2845-2856 
role of 
Hrp1 (Kessler et al.), 2545-2556 
Rip|p (Stutz et al.), 2857-2868 
RNA guanylyltransferase, binding to Pol 
Il CTD (McCracken et al.), 
3306-3318; (Cho et al.), 3319- 
3326 
RNA localization, role of Egl-BicD com- 
plex in Drosophila (Mach and 
Lehmann), 423-435 
RNA polymerase 
binding of 5’ capping enzymes to CTD 
(McCracken et al.), 3306-3318; 
(Cho et al.), 3319-3326 
characterization of three Pol III sub- 
units (Wang and Roeder}, 1315- 
1326 
disruption of downstream chromatin 
by HSF1 (Brown and Kingston), 
3116-3127 
epigenetic silencing of Pol I transcrip- 
tion (Chen and Pikaard), 2124— 
2136 
identification of Pol III holoenzyme 
subunits (Wang et al.), 2371- 
2382 
induction of cAMP-responsive Pol II 
genes (Nakajima et al.), 738-747 
inhibition of translocation by Nun 
protein in E. coli (Hung and 
Gottesman), 2670-2678 
mechanism of TATA box synergism 
with initiator (Emami et al.), 
3007-3019 
molecular link between transcription 
and RNA processing (Neuge- 
bauer and Roth), 3279-3285 Per- 
spective 
Mtflp regions important for interac- 
tion (Cliften et al.), 2897-2909 
recognition of DPE by Drosophila 
TAF,,60 (Burke and Kadonaga), 
3020-3031 
role of Pol II CTD in Tat transactiva- 
tion (Jones), 2593-2599 Perspec- 
tive; (Zhu et al.), 2622-2632; 
(Mancebo et al.), 2633-2644; 
(Cujec et al.), 2645-2657 
shared core subunit (Lanzendérfer et 
al.), 1037-1047 
splicing factors at sites of Pol II tran- 
scription (Neugebauer and 
Roth), 1148-1159 
stimulation of Pol I transcription by 
SV40 large T antigen (Zhai et 
al.), 1605-1617 
RNA processing 
alternative U5 snRNA 3’-end forma- 
tion (Chanfreau et al.), 2741- 
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2751 
conserved structural elements of box 
ACA snoRNAs (Ganot et al.), 
941-956 
of mitochondrial R-loops by RNase 
MRP (Lee and Clayton), 582- 
592 
molecular link with transcription 
(Neugebauer and Roth), 3279- 
3285 Perspective 
role of 
Hrpl in mRNA 3’-end formation 
(Kessler et al.), 2545-2556 
poly(A) polymerase (Gunderson et 
al.), 761-773 
RNA structure, role in 
generation of Tfl reverse transcription 
primer (Lin and Levin), 270-285 
RNA-mediated switch in an antiter- 
mination complex (Su et al.), 
2214-2226 
RNA, small nuclear 
alternative 3’-end processing of U5 
(Chanfreau et al.), 2741-2751 
role of AU-rich elements in degrada- 
tion (Fan et al.), 2557-2568 
RNA-binding proteins 
effects of ASF/SF2 RS domain phos- 
phorylation (Xiao and Manley), 
334-344 
purification and cloning of KSRP (Min 
et al.), 1023-1036 
regulation of IVS3 splicing by PSI (Ad- 
ams et al.), 129-138 
role of 
bacteriophage A N protein (Wilson et 
al.), 2204-2213 
Bruno in translational repression 
(Webster et al.), 2510-2521 
Hrpl in mRNA 3’-end formation 
(Kessler et al.), 2545-2556 
TAK in Tat transactivation (Jones), 
2593-2599 Perspective 
Xenopus quaking (Zorn and Krieg), 
2176-2190 
RNAs, intron-encoded, conserved struc- 
tural elements of box ACA 
snoRNAs (Ganot et al.}, 941- 
956 
RNase III. See Ribonuclease III 
RNase MRP. See Ribonuclease MRP 
RNase P, See Ribonuclease P 
RNT1, role in alternative 3'-end process- 
ing of U5 snRNA (Chanfreau et 
al.), 2741-2751 
ROOT HAIR DEFECTIVES, role in Ara- 
bidopsis regulated cell enlarge- 
ment (Wang et al.}, 799-811 
Root, role of HY5 development (Oyama 
et al.), 2983-2995 
rough, role in Drosophila eye develop- 
ment (Kumar and Moses}, 2023- 
2028 Minireview 
roughex 
regulation of cyclin A in G, (Thomas 
et al.), 1289-1298 
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suppression by rcal in Drosophila eye 

development (Dong et al.}, 94- 
105 

Rpo4lp, Mtflp regions important for in- 
teraction (Cliften et al.), 2897- 
2909 

Rppl, role in RNase P function (Stolc 
and Altman), 2414-2425; see Er- 
ratum 2926-2937 

rRNA. See Ribosomal RNA 

RS domain, effects of phosphorylation 
(Xiao and Manley), 334-344 

RSS1, role in heat shock mRNA export 
(Saavedra et al.), 2845-2856 

Rum, role of S. pombe Pop] in degrada- 
tion (Kominami and _ Toda), 
1548-1560 

RXR. See Retinoid X receptor 


S 
S phase 
ORC-dependent DNA replication ini- 
tiation in vitro (Pasero et al.), 
1504-1518 
pRb-independent induction by cyclin 
E (Lukas et al.), 1479-1492 
regulation of p65°¢°!® by CDK phos- 
phorylation (Jallepalli et al.), 
2767-2779 
role of 
E2F and DP in cell cycle progression 
(Royzman et al.}, 1999-2011 
S. pombe Pop] in Cdc18 degradation 
(Kominami and Toda), 1548- 
1560 
Stnl in yeast telomere metabolism 
(Grandin et al.), 512-527 
uncoupling from mitosis by MDM2 
(Lundgren et al.), 714-725 
Saccharomyces cerevisiae 
altered telomerase action by RNA mu- 
tations (Prescott and Black- 
burn), 528-540 
alternative 3’-end processing of U5 
snRNA (Chanfreau et al.), 2741- 
2751 
CAF-I and RLF2 in telomeric chroma- 
tin assembly (Enomoto et al.), 
358-370 


calcineurin regulation of gene expres- 
sion (Stathopoulos and Cyert), 
3432-3444, (Matheos et al.}, 
3445-3458 


centromere composition (Meluh and 
Koshland), 3401-3412 
characterization of 
Ada and SAGA complexes (Grant et 
al.), 1640-1650 
YTH1 (Barabino et al.), 1703-1716 
down-regulation of CLN1 and CLN1 
in response to DNA damage 
(Sidorova and Breeden}, 
3032-3045 
persistent DNA replication initiation 
and chromatin-bound MCM 


proteins in cdc6 mutants (Liang 
and Stillman), 3375-3386 
phosphorylation- and ubiquitin-depen- 
dent Farlp degradation (Hen- 
choz et al.), 3046-3060 
Rad51 preference for GT-rich DNA 
(Tracy et al.), 3423-3431 
regulation of 
CLN38 translation (Polymenis and 
Schmidt), 2522-2531 
FUS3 by PTP2 and PTP3 (Zhan et 
al.), 1690-1702 
TBP by CKII (Ghavidel and Schultz), 
2780-2789 
regulatory surveillance of meoitic re- 
combination (Xu et al.}, 106- 
118 
Rho GTPases and signaling networks 
(Van Aelst and D’Souzy-Scho- 
rey), 2295-2322 Review 
role of 
a2p in yeast mating type intercon- 
version (Szeto et al.), 1899-1911 
Gicl and Gic2 in polarized cell 
growth (Chen et al.), 2958-2971; 
(Brown et al.}, 2972-2981 
GTP hydrolysis in AUG selection 
(Huang et al.), 2396-2413 
HPR1 in transcription elongation 
(Chavez and Aguilera), 3459- 
3470 
Hrpl in mRNA 3’-end formation 
(Kessler et al.), 2545-2556 
interacting telomerase RNAs (Pres- 
cott and Blackburn}, 2790-2800 
LIG4 in double-strand break repair 
(Schar et al.), 1912-1924 
Mlh1 in crossing-over during meio- 
sis (Hunter and Borts), 1573- 
1582 
mrelis in nonhomologous synapsis 
(Nairz and Klein), 2272-2290 
Rad55-Rad57 complex in recombi- 
nation (Sung), 1111-1121 
Rif2p in telomere length control 
(Wotton and Shore), 748-760 
Riplp in RNA export (Saavedra et 
al.), 2845-2856; (Stutz et al.), 
2857-2868 
Rppl in RNase P function (Stole and 
Altman), 2414-2425, see Erra- 
tum 2926-2937 
shared subunit in core RNA poly- 
merase (Lanzendérfer et al.), 
1037-1047 
SIR2 and SIR4 interactions at telo- 
meres (Strahl-Bolsinger et al.), 
83-93 
telomere size regulation by Stn1 in 
association with Cdcl3 (Gran- 
din et al.), 512-527 
telomeric silencing in yeast lacking 
CAF-I (Kaufman et al.}, 345-357 
ranscriptional silencing 
in rDNA (Smith and _ Boeke), 
241-254 





of Tyl in the RDN1 locus (Bryk et 
al.), 255-269 
Salicylic acid, role in plant disease resis- 
tance (Yang et al.), 1621-1639 
Review 
Salmonella 
host responses to pathogenic infection 
(Jones), 679-687 Review 
response to host (Sauch et al.), 1761- 
1774 Review 
SAPK pathway. See Stress-activated pro- 
tein kinase pathway 
Schizosaccharomyces pombe 
chromatin remodeling in the ade6- 
M26 recombination hot spot 
(Mizuno et al.), 876-886 
control of stress-activated MAP kinase 
pathway by Mcs4 (Shieh et al.}, 
1008-1022 
generation of reverse transcription 
primer by cleavage of Tfl 
mRNA (Lin and Levin), 270-285 
regulation of 
genome ploidy the ubiquitin—protea- 
some pathway by _ Popl 
(Kominami and Toda), 1548- 
1560 
p65“!8 by CDK phosphorylation 
(Jallepalli et al.), 2767-2779 
role of 
Crb2, Cut5 and Chk1 interaction in 
damage checkpoint (Saka et al.}, 
3387-3400 
Spglp in cytokinesis (Schmidt et 
al.), 1519-1534 
septum formation and cytokinesis 
(Gould and Simanis}), 2939-2951 
Review 
tyrosine phosphorylation-dependent 
G, checkpoint (Rhind et al.), 
504-511 
SCIP, role in 
development (Ryan and Rosenfeld), 
1207-1225 Review 
epidermal differentiation (Andersen et 
al.), 1873-1884 
Sclerotomal polarity, defects in Mesp2- 
deficient mice (Saga et al.), 
1827-1839 
scute, regulation by u-shaped (Cubadda 
et al.), 3083-3095 
Segmentation, role of 
Chip in Drosophila (Morcillo et al.), 
2729-2740 
eyelid in Drosophila development 
(Treisman et al.), 1949-1962 
Mesp2 (Saga et al.}, 1827-1839 
SEL10, negative regulation of Notch sig- 
naling in C. elegans (Hubbard et 
al.}, 3182-3193 
Semaphorins, role in axon guidance 
(Varela-Echavarria and Guth- 
rie), 545-557 Review 
Septins, interaction of Nedd5 and actin- 
based structures in mice (Ki- 
noshita et al.), 1535-1547 


Septum 
formation in fission yeast (Gould and 
Simanis), 2939-2951 Review 
role of S. pombe Spglp in formation 
(Schmidt et al.), 1519-1534 
Serum response factor, TFII-I promotion 
of interaction with Phox1 (Gru- 
eneberg et al.), 2428-2493 
Seven in absentia 
role in Drosophila eye development 
(Kumar and Moses), 2023-2028 
Minireview 
targeting of DCC to the ubiquitin-pro- 
teasome pathway by mammalian 
homologs (Hu et al.}, 2701-2714 
Seven transmembrane receptors 
role in Dictyostelium axis formation 
(Ginsburg and Kimmel), 2112- 
2123 
role of Pianissimo in adenylyl cyclase 
activation (Chen et al.), 3218- 
3231 
seven-up, role in Drosophila eye devel- 
opment (Kumar and Moses}, 
2023-2028 Minireview 
SH3-binding proteins, role of PAG gene 
product (Wen and Van Etten), 
2456-2467 
SH3 domain, role in Dlg function 
(Hough et al.), 3242-3253 
Siah proteins, targeting of DCC to the 
ubiquitin—-proteasome pathway 
(Hu et al.), 2701-2714 (Hu et 
al.), 2701-2714 
siamois, regulation by §-catenin/XTcf-3 
(Brannon et al.}, 2359-2370 
Sickle cell anemia, mouse models (Be- 
dell et al.), 11-43 Review 
Sigma factors 
control of protein-folding enzyme syn- 
thesis by o® (Danese and Sil- 
havy), 1183-1193 
Mtflp regions important for interac- 
tion with RNA _ polymerase 
(Cliften et al.), 2897-2909 
role in E. coli extracytoplasmic stress 
response (Connolly et al.), 
2012-2021 
Signal transduction 
calcineurin regulation of yeast gene 
expression (Stathopoulos and 
Cyert), 3432-3444; (Matheos et 
al.), 3445-3458 
chaperone function of Cdc37 (Kimura 
et al.), 1775-1785 
control of 
protein-folding enzyme synthesis by 
o® and Cpx (Danese and Sil- 
havy), 1183-1193 
stress-activated MAP kinase path- 
way by Mcs4 (Shieh et al.), 
1008-1022 
dual role of Smad4/DPC4 tumor sup- 
pressor (Liu et al.), 3157-3167 
induction of 
cAMP-responsive genes (Nakajima 


et al.), 738-747 
c-myc transcription by v-Abl (Zou et 
al.), 654-662 
wingless in Drosophila embryos 
{Ohlmeyer and Kalderon), 2250- 
2258 
inhibition of apoptosis by PI 3-kinase 
pathway (Kennedy et al.), 701- 
713 
JNK and DPP signaling pathway regu- 
lation in Drosophila (Riesgo-Es- 
covar and Hafen), 1717-1727; 
(Hou et al.), 1728-1737; (Glise 
and Noselli), 1738-1747 
negative regulation of gibberellin re- 
sponses by Arabidopsis GAI 
gene (Peng et al.), 3194-3205 
novel histidine kinase inhibitor in B. 
subtilis (Wang et al.), 2569- 
2579 
nuclear hormone receptor blockage of 
c-Jun phosphorylation (Caelles 
et al.), 3351-3364 
pathways in axon guidance (Varela- 
Echavarria and Guthrie), 545- 
557 Review 
phosphorylation of Cactus PEST do- 
main by CKII (Liu et al.), 3413- 
3422 
in plant defense responses (Yang et al.}, 
1621-1639 Review 
positive regulation of Ras pathway by 
14-3-3e (Chang and Rubin], 
1132-1139 
regulation of 
Cryptococcus neoformans mating 
and virulence (Alspaugh et al.), 
3206-3217 
E. coli stress response (Pogliano et 
al.), 1169-1182 
requirement for Sos] in EGFR signal- 
ing (Wang et al.), 309-320 
Rho GTPases and signaling networks 
(Van Aelst and D’Souzy-Scho- 
rey), 2295-2322 Review 
role of 
AN11 in flower pigmentation (de 
Vetten et al.), 1422-1434 
14-3-3x in Raf pathway (Kockel et 
al.), 1140-1147 
Jun in Drosophila development 
(Kockel et al.), 1748-1758 
Met receptor in sensory nerve devel- 
opment (Maina et al.), 3341- 
3350 
Pianissimo in adenylyl cyclase acti- 
vation (Chen et al.}, 3218-3231 
post-translational inhibition of 
HES-1 in NGF signaling (Str6m 
et al.), 3168-3181 
strawberry notch in wing margin 
formation (Majumdar et al.) 
1341-1353 
Signaling, growth factor 
requirement for Sos] in EGFR signal- 
ing (Wang et al.), 309-320 
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role of post-translational inhibition of 
HES-1 in NGF signaling (Str6m 
et al.), 3168-3181 
Silencing 
CAF-I and RLF2 in telomeric chroma- 
tin assembly (Enomoto et al.), 
358-370 
modified base J in T. brucei VSG ex- 
pression sites (van Leeuwen et 
al.), 3233-3241 
of 
Flp trimers by tetramers during Hol- 
liday junction resolution (Lee 
and Jayaram), 2438-2447 
RNA Pol I transcription (Chen and 
Pikaard), 2124-2136 
Tyl in the yeast RDN1 locus (Bryk 
et al.), 255-269 
role of Rif2p in yeast (Wotton and 
Shore), 748-760 
SIR2 and SIR4 interactions at yeast 
telomeres (Strahl-Bolsinger et 
al.), 83-93 
at telomeres in yeast lacking CAF-I 
(Kaufman et al.), 345-357 
transcriptional repression in yeast 
rDNA (Smith and Boeke}, 241- 
254 
Simpson-Golabi-Behmel syndrome, 
similar features in IGF-II-over- 
expressing mice (Eggenschwiler 
et al.), 3128-3142 
Sin3, complex formation with Max and 
Mnt (Hurlin et al.), 44-58 
Sina. See seven in absentia 
Single-minded, target specificity of PAS 
domain (Zelzer et al.), 2079- 
2089 
SIR proteins 
role of 
SIR2 in Tyl silencing in the yeast 
RDN1 locus (Bryk et al.), 255- 
269 
SIR2 in yeast rDNA transcriptional 
silencing (Smith and Boeke}, 
241-254 
SIR2 and SIR4 interactions at yeast 
telomeres (Strahl-Bolsinger et 
al.), 83-93 
Skeletal muscle, developmental defects 
in ski-deficient mice (Berk et 
al.), 2029-2039 
Skeletal muscle regeneration. See Regen- 
eration, skeletal muscle 
ski, effect of gene disruption in mice 
(Berk et al.), 2029-2039 
Skin 
defects in plectin-deficient mice (An- 
dra et al.), 3143-3156 
disorders in mice (Bedell et al.}, 11-43 
Review 
disruption of hyaluronate metabolism 
by suppression of CD44 (Kaya et 
al.), 996-1007 
SKN-1, structure bound to DNA (Carroll 
et al.), 2227-2238 
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Skn-la/i, role in epidermal differentia- 
tion (Andersen et al.), 1873- 
1884 
SL1, interaction with SV40 large T anti- 
gen (Zhai et al.), 1605-1617 
Smad proteins 
antagonism of TGF-f signaling by 
DAF-3 (Patterson et al.), 2679- 
2690 
dual role of Smad4/DPC4 tumor sup- 
pressor (Liu et al.), 3157-3167 
as TGF-f8 receptor substrates (Kretz- 
schmar et al.), 984-995 
Small nuclear RNA. See RNA, small 
nuclear 
Small nucleolar RNAs, conserved struc- 
tural elements of box ACA 
snoRNAs (Ganot et al.}, 941- 
956 
Smooth muscle, cell cycle arrest induced 
bygax (Smith et al.), 1674-1689 
Smoothened, role in induction of wing- 
less in Drosophila embryos 
(Ohlmeyer and Kalderon), 2250- 
2258 
snoRNAs. See Small nucleolar RNAs 
snRNP 
alternative 3'-end processing of U5 
snRNA (Chanfreau et al.), 2741- 
2751 
association of hPrp18 with U4/U6 and 
U4/U6-U5 particles (Horowitz 
and Krainer}, 139-151 
Somitogenesis, role of Mesp2 (Saga et 
al.), 1827-1839 
Son of sevenless 1, requirement in EGFR 
signaling (Wang et al.), 309-320 
Sonic hedgehog, notochord induction of 
zebrafish slow muscle (Blagden 
et al.), 2163-2175 
Sosl. See Son of sevenless 1 
spalt, role in Drosophila eye develop- 
ment (Kumar and Moses), 2023- 
2028 Minireview 
sparkling, role in Drosophila eye devel- 
opment (Kumar and Moses}, 
2023-2028 Minireview; (Fu and 
Noll), 2066-2078 
Spermatogenesis 
role of Xist (Solter and Wei), 153-155 
Review 
in Xist-deficient mice (Maharens et 
al.), 156-166 
spgi, role in S. pombe cytokinesis 
(Schmidt et al.), 1519-1534 
Spitz, role in tendon formation (Yar- 
nitzky et al.), 2691-2700 
Spleen 
abnormalities in Bcl-3-deficient mice 
(Schwarz et al.), 187-197 
defects in NF-KB p50/p52-deficient 
mice (Franzoso et al.}, 3482-3496 
Spliceosome, alternative 3'-end process- 
ing of U5 snRNA (Chanfreau et 
al.), 2741-2751 
Splicing 


alternative 3’-end processing of U5 
snRNA (Chanfreau et al.), 2741- 
2751 
association of UAP56 with U2AF® 
(Fleckner et al.), 1864-1872 
effects of ASF/SF2 RS domain phos- 
phorylation (Xiao and Manley), 
334-344 
human second-step factor hPrp18s 
(Horowitz and Krainer), 139- 
15] 
molecular link between transcription 
and RNA processing (Neuge- 
bauer and Roth), 3279-3285 Per- 
spective 
purification and cloning of KSRP (Min 
et al.), 1023-1036 
regulation by PSI (Adams et al.), 129- 
138 
splicing factors at sites of transcription 
(Neugebauer and Roth), 1148- 
1159 
Sporulation 
novel histidine kinase inhibitor in B. 
subtilis (Wang et al.), 2569- 
2579 
role of spo0J in bacterial chromosome 
partitioning (Glaser et l.), 
1160-1168; Erratum, 2291 
Spt, role in histone acetylation (Grant et 
al.), 1640-1650 
SR proteins 
effects of ASF/SF2 RS domain phos- 
phorylation (Xiao and Manley}, 
334-344 
at sites of transcription (Neugebauer 
and Roth), 1148-1159 
Src, rescue of osteoclast function in mu- 
tant mice (Schwartzberg et al.}, 
2835-2844 
SRF. See Serum response factor 
Stability, genomic 
in PARP-deficient mice (Wang et al.}, 
2347-2358 
role of MutL in E. coli (Harris et al.), 
2426-2437 
Stat5a, role in mammary gland develop- 
ment (Liu et al.), 179-188 
Stationary phase, role of limiting MutL 
in E. coli (Harris et al.), 2426- 
2437 
Sterism, effects on nuclear hormone re- 
ceptor-induced repression 
(Zamir et al.), 835-846 
Stimulus responses, role of HY5 in root 
and hypocotyl development 
(Oyama et al.), 2983-2995 
Stn1, telomere size regulation in associa- 
tion with Cdcl3 (Grandin et 
al.), 512-527 
Stoichiometry, effects on nuclear hor- 
mone receptor-induced repres- 
sion (Zamir et al.), 835-846 
Stral3, induction of neuronal differentia- 
tion (Boudjelal et al.), 2052- 
2065 





Strand exchange, role of Rad55—Rad57 
complex in yeast (Sung), 1111- 
1121 
strawberry notch, role in wing margin 
formation (Majumdar et al.) 
1341-1353 
Stress, regulation of MAP kinase path- 
way by Mcs4 (Shieh et al.), 
1008-1022 
Stress fibers, interaction of Nedd5 and 
actin-based structures in mice 
(Kinoshita et al.), 1535-1547 
Stress response 
in E. coli (Pogliano et al.}, 1169-1182; 
(Danese and Silhavy), 1183- 
1193; (Connolly et al.), 2012- 
2021 
in PARP-deficient mice (Wang et al.), 
2347-2358 
role of PAG gene product (Wen and 
Van Etten), 2456-2467 
Stress, genotoxic, DNA damage induc- 
tion of p53 amino-terminus 
phosphorylation (Siliciano et 
al.), 3471-3481 
Stress-activated protein kinase pathway. 
See also Jun amino-terminal ki- 
nase pathway 
activation by Tpl-2 (Ceci et al.), 688- 
700 
nuclear hormone receptor blockage of 
c-Jun phosphorylation (Caelles 
et al.), 3351-3364 
Styl, activation by Mcs4 (Shieh et al.), 
1008-1022 
Substance abuse, mouse models (Bedell 
et al.), 11-43 Review 
SV40 
role of large T antigen J-domain in 
DNA replication (Campbell et 
al.), 1098-1110 
stimulation of Pol I transcription by 
large T antigen (Zhai et al.), 
1605-1617 
SWI4, activation of M/G,-specific tran- 
scription (McInerny et l.}, 
1277-1288 
Swi6, Rad53-dependent phosphorylation 
in response to DNA damage 
(Sidorova and Breeden), 3032- 
3045 
Synaptonemal complex 
regulatory surveillance of meiotic re- 
combination (Xu et al.}, 106— 
118 
role in meiosis (Roeder), 2600-2621 
Review 
role of mre11s in nonhomologous syn- 
apsis (Nairz and Klein), 2272- 
2290 
Systemin, role in plant disease resistance 
(Yang et al.), 1621-1639 Review 


g 


T antigen, large 


role of J-domain in DNA replication 
(Campbell et al.), 1098-1110 
stimulation of Pol I transcription (Zhai 
et al.), 1605-1617 
T cell receptor 
LEF-l-assembled TCRa_ enhancer 
complex (Mayall et al.}, 887-899 
role of 
ALY in TCRa enhancer function 
(Bruhn et al.), 640-653 
HMG 1/Y in enhancer-dependent 
TCRa gene transcription (Bagga 
and Emerson), 629-639 
T cells 
defects in NF-«B p50/p52-deficient 
mice (Franzoso et al.}, 3482-3496 
lymphomas caused by Tpl-2 expres- 
sion in mice (Ceci et al.), 688- 
700 
phosphorylation of LSF in response to 
mitogenic stimulation (Volker 
et al.), 1435-1446 
Tacrolimus, sensitivity of NF-ATc 
nuclear localization (Beals et 
al.), 824-834 
TAFs. See TATA-binding protein associ- 
ated factors 
TAK. See Tat-associated kinase 
Tam1, role in chromosome synapsis and 
crossover interference (Chua 
and Roeder), 1786-1800 
TAR RNA. See Transactivation response 
RNA 
Tat, role of 
CAK in HIV transactivation (Cujec et 
al.), 2645-2657 
TAK (P-TEFb) in HIV transactivation 
(Jones), 2593-2599 Perspective; 
(Zhu et  al.), 2622-2632; 
(Mancebo et al.), 2633-2644 
Tat-associated kinase, role in Tat trans- 
activation (Jones), 2593-2599 
Perspective; (Zhu et al.), 2622- 
2632 
TATA box 
mechanism of synergism with initia- 
tor (Emami et al.), 3007-3019 
recognition of DPE by Drosophila 
TAF,,60 (Burke and Kadonaga), 
3020-3031 
TATA-binding protein, regulation by 
CKII (Ghavidel and Schultz), 
2780-2789 
TATA-binding protein-associated fac- 
tors 
enhancement of nuclear hormone re- 
ceptor activity by TAF,135 
(Mengus et al.), 1381-1395 
interaction of SV40 large T anti- 
gen with SLI (Zhai et al.), 1605- 
1617 
recognition of DPE by Drosophila 
TAF,,60 (Burke and Kadonaga), 
3020-3031 
role of ATF proteins in TAF,,250-de- 


pendent cyclin A transcription 
(Wang et al.), 2658-2669 
TATA-less promoter, recognition of DPE 
by Drosophila TAF,60 (Burke 
and Kadonaga), 3020-3031 
Tcf proteins, role in Wnt signaling (Ca- 
digan and Nusse), 3286-3305 
Review 
TCN1, role in calcineurin regulation of 
yeast gene expression (Statho- 
poulos and Cyert), 3432-3444, 
(Matheos et al.), 3445-3458 
TCR. See T cell receptor 
Telomerase 
altered action by RNA mutations in 
yeast (Prescott and Blackburn}, 
528-540 
conservation of catalytic and struc- 
tural subunits (Harrington et 
al.), 3109-3115 
role of interacting RNAs in yeast 
(Prescott and Blackburn), 2790- 
2800 
Telomeres 
altered telomerase action by RNA mu- 
tations in yeast (Prescott and 
Blackburn), 528-540 
association of Taml (Chua and 
Roeder), 1786-1800 
interacting telomerase RNAs in yeast 
(Prescott and Blackburn), 2790- 
2800 
presence of long G-rich overhangs at 
one chromosome end in hu- 
mans (Wright et al.), 2801-2809 
role in 
aging (Guarente), 2449-2455 Per- 
spective 
meiosis (Roeder), 2600-2621 Review 
role of 
Rif2p in length control (Wotton and 
Shore}, 748-760 
UbcD1 in Drosophila (Cenci et al.}, 
863-875 
silencing in yeast lacking CAF-I (Kauf- 
man et al.), 345-357 
SIR2 and SIR4 interactions in hetero- 
chromatin (Strahl-Bolsinger et 
al.), 83-93 
size regulation by Stn1 in association 
with Cdcl3 (Grandin et al.), 
512-527 
Tendon, role of Vein in formation (Yar- 
nitzky et al.), 2691-2700 
Tfl, generation of reverse transcription 
primer by cleavage of mRNA 
(Lin and Levin), 270-285 
TFII-I, promotion of SRF—Phox1 interac- 
tion (Grueneberg et al.), 2428- 
2493 
TFIA 
induced isomerization of TFIID 
(Emami et al.), 3007-3019 
topoisomerase I enhancement of inter- 
action with TFIID (Shykind et 
al.), 397-407 
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TFIID 
recognition of DPE by Drosophila 
TAF,,60 (Burke and Kadonaga), 
3020-303 1 
role of TAF,135 in recruitment by 
RAR AF-2 (Mengus et al.), 
1381-1395 
TFIIA-induced isomerization (Emami 
et al.), 3007-3019 
topoisomerase I enhancement of inter- 
action with TFIIA (Shykind et 
al.), 397-407 
TFIIH, role in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Cujec et al.), 2645-2657 
TFIIB, role of TBP in regulation by CKII 
(Ghavidel and Schultz), 2780- 
2789 
TGF-8. See Transforming growth fac- 
tor B 
Thymus, defects in NF-«B p50/p52-defi- 
cient mice (Franzoso et al.}, 
3482-3496 
Thyroid hormone 
enhancement of receptor activity by 
TAF,,135 (Mengus et al.), 1381- 
1395 
specificity of receptor-induced repres- 
sion (Zamir et al.), 835-846 
Tie-2, transcriptional activation by 
EPAS| (Tian et al.), 72-82 
TLC1, altered telomerase action by RNA 
mutations in yeast (Prescott and 
Blackburn), 528-540 
Tn3 resolvase, decatenation of recombi- 
nation products by topo IV 
(Zechiedrich et al.), 2580-2592 
TNFa. See Tumor necrosis factor a 
Toll receptor, effects of ectopic activa- 
tion (Huang et al.), 1963-1973 
Topoisomerase 
decatenation of recombination prod- 
ucts by topo IV in E. coli (Zech- 
iedrich et al.), 2580-2592 
Topo I enhancement of TFIID-TFIIA 
interaction (Shykind et al.), 
397-407 
Tpl-2, activation by carboxy-terminal 
truncation (Ceci et al.), 688- 
700 
Trachealess, target specificity of PAS do- 
main (Zelzer et al.), 2079-2089 
Trafficking, EH domain binding specific- 
ity (Salcini et al.), 2239-2249 
TRAFs. See Tumor necrosis factor recep- 
tor-associated factors 
tramtrack, role in Drosophila eye devel- 
opment (Kumar and Moses], 
2023-2028 Minireview 
Transactivation response RNA, role of 
CAK in Tat transactivation (Cujec et 
al.), 2645-2657 
TAK (P-TEFb) in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Zhu et al), 2622-2632, 
(Mancebo et al.), 2633-2644 
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Transcription 
activation by CREB-CBP (Nakajima et 
al.), 738-747 
activation of p53 by Ref-1 (Jayaraman 
et al.), 558-570 
allosteric effects on RAR by ligand 
binding to RXR (Schulman et 
al.), 299-308 
calcineurin regulation of yeast gene 
expression (Stathopoulos and 
Cyert), 3432-3444; (Matheos et 
al.), 3445-3458 
characterization of three RNA pol III 
subunits (Wang and Roeder), 
1315-1326 
control of protein-folding enzyme syn- 
thesis by o® and Cpx (Danese 
and Silhavy}, 1183-1193 
coordination with RNA capping {(Mc- 
Cracken et al.), 3306-3318; 
(Cho et al.), 3319-3326 
disruption of downstream chromatin 
by HSF1 (Brown and Kingston), 
3116-3127 
dual role of Smad4/DPC4 tumor sup- 
pressor (Liu et al.), 3157-3167 
enhancement of nuclear hormone re- 
ceptor activity by TAF,135 
(Mengus et al.), 1381-1395 
Groucho as corepressor for Hairy and 
Engrailed (Jiménez et al.), 3072- 
3082 
identification of RNA Pol III holoen- 
zyme subunits (Wang et al.), 
2371-2382 
impaired regulation in dominant-nega- 
tive RXRa-expressing mice 
(Feng et al.), 59-71 
induction of 
c-myc by v-Abl (Zou et al.), 654-662 
cAMP-responsive genes (Nakajima 
et al.), 738-747 
inhibition of 
elongation by DNA _ methylation 
{Rountree and Selker), 2383-2395 
RNAP translocation by Nun protein 
in E. coli (Hung and Gottes- 
man), 2670-2678 
interaction of L-ZIP with MCF 
(Freiman and Herr), 3122-3127 
in intergenic region of the human B- 
globin locus (Ashe et al.}, 2494— 
2509 
M/G,-specific activation (McInerny et 
al.), 1277-1288 
mechanism of 
inhibition by MDM2 (Thut et al.), 
1974-1986 
TATA box synergism with initiator 
(Emami et al.), 3007-3019 
modulation of AN2 by AN11 during 
flower pigmentation (de Vetten 
et al.), 1422-1434 
molecular link with RNA processing 
(Neugebauer and Roth), 3279- 
3285 Perspective 


Mtflp regions important for interac- 
tion with RNA _ polymerase 
(Cliften et al.), 2897-2909 

negative regulation of Pannier by u- 
shaped product (Haenlin et al.}, 
3096-3108 

promotion of SRF-Phox1 interaction 
by TFII-I (Grueneberg et al.), 
2428-2493 

recognition of DPE by Drosophila 
TAF,,60 (Burke and Kadonaga), 
3020-3031 

regulation of 

E. coli stress response by Cpx (Pogli- 
ano et al.}, 1169-1182 

HIV-1 enhancer by histone acety]l- 
transferases (Sheridan et al.), 
3327-3340 

repression 

function of nuclear hormone recep- 
tors (Zamir et al.), 835-846 

by Mnt:Max heterodimers (Hurlin et 
al.), 44-58 

in yeast rDNA (Smith and Boeke}, 
241-254 

role in yeast mating type interconver- 
sion (Szeto et al.), 1899-1911 

role of 

Ada and SAGA complexes in his- 
tone acetylation (Grant et al.}, 
1640-1650 
ALY in TCRa enhancer function 
(Bruhn et al.), 640-653 
CAK in Tat transactivation (Cujec 
et al.), 2645-2657 
HMG I/Y in enhancer-dependent 
TCRa gene expression (Bagga 
and Emerson), 629-639 
PAXG in the pancreas (Sander et al.), 
1662-1673 
Rho GTPases in activation (Van 
Aelst and D/’Souzy-Schorey}, 
2295-2322 Review 
Rif2p in silencing (Wotton and 
Shore), 748-760 
TAK (P-TEFb) in Tat transactivation 
(Jones), 2593-2599 Perspective; 
(Zhu et al.), 2622-2632; 
(Mancebo et al.), 2633-2644 
shared RNA polymerase core subunit 
(Lanzend6rfer et al.), 1037-1047 
silencing of Tyl in the yeast RDN1 lo- 
cus (Bryk et al.), 255-269 
splicing factors at active sites (Neuge- 
bauer and Roth), 1148-1159 

stimulation of Pol I by SV40 large T 
antigen (Zhai et al.), 1605-1617 

synergism between LIM and Otx ho- 
meodomain proteins (Bach et 
al.), 1370-1380 

TAF,,250-dependent activation of cy- 
clin A (Wang et al.), 2658-2669 

transactivation by RXR-LXR het- 
erodimers (Willy and Man- 
gelsdorf), 289-298 

Transcription elongation 





disruption of downstream chromatin 
by HSF1 (Brown and Kingston), 
3116-3127 
role of 
bacteriophage \ N protein (Su et al.}, 
2214-2226 
HPR1 (Chavez and Aguilera), 3459- 
3470 
Transcription tactors 
activation of p53 by Ref-1 (Jayaraman 
et al.), 558-570 
disruption of downstream chromatin 
by HSF1 (Brown and Kingston], 
3116-3127 
endothelial cell PAS domain protein 
EPAS1 (Tian et al.), 72-82 
Groucho as corepressor for Hairy and 
Engrailed (Jiménez et al.), 3072- 
3082 
induction of cAMP-responsive genes 
through CREB-CBP (Nakajima 
et al.), 738-747 
interaction of L-ZIP with HCF 
(Freiman and Herr), 3122-3127 
Mtflp regions important for interac- 
tion with RNA _ polymerase 
(Cliften et al.), 2897-2909 
negative regulation of Pannier by u- 
shaped product (Haenlin et al.}, 
3096-3108 
promotion of SRF—Phox] interaction 
by TFII-I (Grueneberg et al.), 
2428-2493 
regulation of 
siamois by B-catenin/XTcf-3 (Bran- 
non et al.), 2359-2370 
TBP by CKII (Ghavidel and Schultz), 
2780-2789 
role in plant development (Hake and 
Char), 1087-1097 Review 
role of 
Chip in segmentation and remote 
wing margin enhancer activity 
(Morcillo et al.), 2729-2740 
Fkh6 in gastrointestinal develop- 
ment (Kaestner et al.), 
1583-1595 
GATA4 in cardiac morphogenesis 
(Kuo et al.), 1048-1060; 
(Molkentin et al.), 1061-1072 
HMG 1I1/Y in enhancer-dependent 
TCRa gene expression (Bagga 
and Emerson), 629-639 
LCR-Fl in mesoderm formation 
(Farmer et al.), 786-798 
MFH1 in mouse development (Win- 
nier et al.), 926-940 
Tenlp/Crzlp in calcineurin regula- 
tion of yeast gene expression 
(Stathopoulos and Cyert), 3432- 
3444, (Matheos et al.), 3445- 
3458 
synergism between LIM and Otx ho- 
meodomain proteins (Bach et 
al.), 1370-1380 
targeting of HBP1 by the retinoblasto- 


ma family (Tevosian et al.}, 
383-396 
TFIIA-induced isomerization of TFIID 
(Emami et al.), 3007-3019 
topoisomerase I enhancement of 
TFIID-TFIIA interaction (Shy- 
kind et al.), 397-407 
Transfer RNA, role of Rppl subunit in 
precursor processing (Stole and 
Altman), 2414-2425. see Erra- 
tum 2926-2937 
Transforming growth factor B 
antagonism by DAF-3 in C. elegans 
(Patterson et al.), 2679-2690 
dual role of Smad4/DPC4 tumor sup- 
pressor (Liu et al.), 3157-3167 
JNK and DPP signaling pathway regu- 
lation in Drosophila (Riesgo-Es- 
covar and Hafen), 1717-1727; 
(Hou et al.), 1728-1737; (Glise 
and Noselli), 1738-1747 
role of ActRIIB in anteroposterior and 
left-right patterning (Oh and Li), 
1812-1826 
Transgenes 
auto/cross-regulation and enhancer 
sharing of Hox genes in mice 
(Gould et al.), 900-913 
in mice (Bedell et al.), 1-10 Review 
mRNA editing of NAT1 caused by ex- 
pression of APOBEC-1 in mice 
(Yamanaka et al.), 321-333 
rescue of osteoclast function in src-/- 
mice (Schwartzberg et al.), 
2835-2844 
suppression of CD44 by antisense ex- 
pression (Kaya et al.}, 996-1007 
targeted expression of MDM2 
(Lundgren et al.), 714-725 
Transinduction, of the human £-globin 
locus (Ashe et al.), 2494-2509 
Translation 
inhibition by NAT1 (Yamanaka et al.}, 
321-333 
regulation of CLN3 (Polymenis and 
Schmidt), 2522-2531 
repression by bacteriophage \ N pro- 
tein (Wilson et al.), 2204-2213 
role of 
bruno in repression (Webster et al.), 
2510-2521 
GTP hydrolysis in AUG selection 
during initiation (Huang et al.), 
2396-2413 
Transposition 
competition for Mu transposase by 
ClpX and MuB (Levchenko et 
al.), 1561-1572 
DNA cleavage by Drosophila P-ele- 
ment transposase (Beall and 
Rio), 2137-2151 
Transposons 
activities encoded by a bacterial group 
II intron (Matsuura et al.), 2910- 
2924 
DNA cleavage by Drosophila P-ele- 


ment transposase (Beall and 
Rio), 2137-2151 
generation of reverse transcription 
primer by cleavage of Tfl 
mRNA (lin and Levin), 270-285 
Ty1 silencing in the yeast RDN1 locus 
(Bryk et al.), 255-269 
use of Ac to clone Jg1 in maize 
(Moreno et al.), 616-628 
tRNA. See Transfer RNA 
Trypanosoma brucei, modified base J in 
VSG expression sites (van Leeu- 
wen et al.), 3233-3241 
Tst-1, role in 
development (Ryan and Rosenfeld), 
1207-1225 Review 
epidermal differentiation (Andersen et 
al.), 1873-1884 
Tumor necrosis factor a, role of Rho pro- 
teins in activation of NF-«B (Pe- 
rona et al.), 463-475 
Tumor necrosis factor receptor-associ- 
ated factors, CD30-dependent 
degradation (Duckett and 
Thompson), 2810-2821 
Tumor suppressor genes 
dual role of Smad4/DPC4 (Liu et al.}, 
3157-3167 
role of Nf2 in mouse development 
(McClatchey et al.), 1253-1265 
Tunica media, role of LKLF in formation 
(Kuo et al.), 2996-3006 
Two-component system 
control of stress-activated MAP kinase 
pathway by Mcs4 (Shieh et al.), 
1008-1022 
regulation by E. coli o® and Cpx (Da- 
nese and Silhavy), 1183-1193 
regulation of E. coli stress response by 
Cpx (Pogliano et al.}, 1169-1182 
Tyl, transcriptional silencing in the 
yeast RDN1 locus (Bryk et al.), 
255-269 
Tyrosine kinase, receptor 
inhibition of vulval induction by LET- 
23 (Hajnal et al.), 2715-2728 
requirement for Sos] in EGFR signal- 
ing (Wang et al.), 309-320 
role of 
Eph-related molecules in axon guid- 
ance (Varela-Echavarria and 
Guthrie), 545-557 Review 
Met receptor in sensory nerve devel- 
opment (Maina et al.}, 3341- 
3350 
Vein and DER/Egfr in tendon forma- 
tion (Yarnitzky et al.), 2691- 
2700 
transcriptional activation of Tie-2 by 
EPAS] (Tian et al.), 72-82 
Tyrosine kinases 
inhibition of c-Abl by Pag (Wen and 
Van Etten), 2456-2467 
rescue of osteoclast function in src-/- 
mice (Schwartzberg et al.), 
2835-2844 
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U 


u-shaped, role in Drosophila develop- 
ment (Cubadda et al.), 3083- 
3095; (Haenlin et al.), 3096- 
3108 
U1A protein, role of poly(A) polymerase 
in autoregulation (Gunderson et 
al.), 761-773 
U2 snRNP, association of UAP56 with 
U2AF® (Fleckner et al.), 1864— 
1872 
U5, alternative 3'-end processing (Chan- 
freau et al.), 2741-2751 
UAP56, association with U2AF® (Fleck- 
ner et al.), 1864-1872 
UBC2, role in Ty! silencing in the yeast 
RDN1 locus (Bryk et al.), 255- 
269 
UbcD1, role in Drosophila ubiquitin and 
telomere activity (Cenci et al.}, 
863-875 
Ubiquitin, role in Farlp degradation 
(Henchoz et al.), 3046-3060 
Ubiquitin conjugating enzyme, role of 
UBC2 in Tyl1 silencing in the yeast 
RDN1 locus (Bryk et al.), 255- 
269 
UbcD1 in Drosophila (Cenci et al.), 
863-875 
Ubiquitin-proteasome pathway 
regulation by 
cyclin D1 degradation (Diehl et al.), 
957-972 
S. pombe Pop] (Kominami and 
Toda), 1548-1560 
targeting of DCC by mammalian Sina 
homologs (Hu et al.), 2701-2714 
UNC-14, role in axonal elongation and 
guidance (Ogura et al.), 1801- 
181] 
UNC-51, role in axonal elongation and 
guidance (Ogura et al.), 1801- 
1811 


V 


v-Abl. See Abelson kinase 

variant surface glycoprotein gene, modi- 
fied base J in T. brucei (van 
Leeuwen et al.), 3233-3241 

Variation, antigenic, modified base J in 
T. brucei VSG expression sites 
(van Leeuwen et al.), 3233-3241 

Vasa, interaction with Bruno (Webster et 
al.), 2510-2521 

Vascularization, regulation by EPAS1 
(Tian et al.), 72-82 

vein, role in tendon formation (Yar- 
nitzky et al.), 2691-2700 

vestigial, regulation by DI] during Dro- 
sophila limb development (Gor- 
finkiel et al.), 2259-2271 

Vibrio cholerae, response to host (Sauch 
et al.), 1761-1774 Review 

Virulence genes, pathogen response to 


3532 GENES & DEVELOPMENT 


host (Sauch et al.), 1761-1774 
Review 
Vision, disorders in mice (Bedell et all.), 
11-43 Review 
Vitamin D3, enhancement of receptor 
activity by TAF,,135 (Mengus et 
al.), 1381-1395 
VP16 
role for accessory factor HCF in cell pro- 
liferation (Goto et al.), 726-737 
similarity to L-ZIP in mode of interac- 
tion HCF (Freiman and Herr), 
3122-3127 
VSG gene. See variant surface glycopro- 
tein gene 
Vulva, inhibition of induction by gap-1 
and Jet-23 (Hajnal et al.), 2715- 
2728 


WwW 


Wakl, regulation by Mcs4 (Shieh et al.}, 
1008-1022 
WD repeat proteins 
effects of CAF-I disruption in yeast 
(Kaufman et al.), 345-357 
regulation of genome ploidy by S. 
pombe Popl (Kominami and 
Toda), 1548-1560 
role of AN11 in flower pigmentation 
(de Vetten et al.), 1422-1434 
Web sites, related to mice (Bedell et al.), 
1-10 Review 
Weel, role in fission yeast DNA damage 
checkpoint (Rhind et al.), 504— 
511 
Wilm’s tumor suppressor, similarity of 
Drosophila Klumpfuss (Yang et 
al.), 1396-1408 
Wing margin 
remote, role of Chip in enhancer activ- 
ity (Morcillo et al.), 2729-2740 
role of strawberry notch in formation 
{Majumdar et al.) 1341-1353 
Winged helix proteins, role of 
Fkhé6 in gastrointestinal development 
(Kaestner et al.), 1583-1595 
MFH1 in mouse development (Win- 
nier et al.), 926-940f 
wingless 
antagonism byeyelid during Dro- 
sophila development (Treisman 
et al.}, 1949-1962 
induction by PKA and Hedgehog in 
Drosophila embryos (Ohlmeyer 
and Kalderon), 2250-2258 
regulation by DIl during Drosophila 
limb development (Gorfinkiel 
et al.), 2259-2271 
Wis1, regulation by Mcs4 (Shieh et al.), 
1008-1022 
Wnt signaling 
in animal development (Cadigan and 
Nusse}, 3286-3305 Review 
regulation of siamois by £-catenin/ 
XTcf-3 (Brannon et al.), 2359- 


2370 

Wound healing, role of Skn-1a/i and Tst- 
1/Oct-6/SCIP (Andersen et al.), 
1873-1884 


xX 


X chromosome inactivation 
role of Xist (Solter and Wei), 153-155 
Review 
in Xist-deficient mice (Maharens et 
al.), 156-166 
Xenopus laevis 
regulation of siamois by B-catenin/ 
XTcf-3 (Brannon et al.), 2359- 
2370 
role of 
cdk5 in muscle development (Phil- 
pott et al.), 1409-1421 
quaking in notochord development 
(Zorn and Krieg), 2176-2190 
Xist 
targeted disruption in mice (Maharens 
et al.), 156-166 
in X chromosome inactivation (Solter 
and Wei), 153-155 Review 
XLPOU-2, role in development (Ryan 
and Rosenfeld), 1207-1225 Re- 
view 
Xotx2, activation of Xenopus Brachyury 
(Latinkic et al.), 3265-3276 
Xp35.1, activation of cdk5 (Philpott et 
al.), 1409-1421 
Xqua. See quaking 
Xtcf-3, regulation of siamois (Brannon et 
al.), 2359-2370 


Y 


yan, role in Drosophila eye development 
(Kumar and Moses}, 2023-2028 
Minireview 


Z 


Zebrafish, notochord induction of slow 
muscle by Shh (Blagden et al.}, 
2163-2175 

zeste-white 3, role in Wnt signaling (Ca- 
digan and Nusse), 3286-3305 
Review 

Zinc finger proteins 

characterization of the CPSF 30-kD 
subunit and yeast YTHI1 
(Barabino et al.}, 1703-1716 
encoded by Drosophila u-shaped 
(Cubadda et al.), 3083-3095; 
(Haenlin et al.), 3096-3108 
role of 
END-1 in C. elegans endoderm 
specification (Zhu et al.), 2883- 
2896 
GATA4 in cardiac morphogenesis 
(Kuo et al.j, 1048-1060, 
(Molkentin et al.), 1061-1072 
Klumpfuss in Drosophila neural cell 
identity (Yang et al.), 1396-1408 








